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We developed a fiber-optic, microsphere-based, high-
density array composed of 18 species-specific probe
microsensors to identify biological warfare agents. We
simultaneously identified multiple biological warfare agents
in environmental samples by looking at specific probe
responses after hybridization and response patterns of the
multiplexed array.

Accurately detecting and identifying biological warfare
agents (BWAs) is the focal point for countering

bioterrorism. Current methods used to identify BWAs are
primarily focused on a single target agent (1–10). In con-
trast, the fiber-optic, microsphere-based, multiplexed
arrays described in this paper can rapidly screen and simul-
taneously identify multiple potential BWAs, enabling an
efficient response to a bioterrorism attack. Such multiagent
analysis is difficult because it is usually complicated by
interferences between assays and the large number of
BWA probes. 

We developed a platform to simultaneously detect
BWAs with an array composed of DNA probe-functional-
ized microspheres that are randomly distributed onto
microwells generated on the end of an etched coherent
optical fiber bundle (11,12) that contains 6,000–50,000
individual fibers. Methods are described more fully in the
Appendix, available online at http://www.cdc.gov/nci-
dod/EID/vol11no10/05-0269_app.htm. A multiplexed
array was fabricated by distributing up to 18 different
microsphere sensors into the optical fiber array with
species-specific 50-mer DNA probes corresponding to 6
BWAs of interest (Bacillus anthracis, Yersinia pestis,
Francisella tularensis, Brucella melitensis, Clostridium
botulinum, and vaccinia virus) and 1 BWA simulant,
Bacillus thuringiensis kurstaki, with each organism repre-
sented by at least 2 probe sequences (online Appendix
Table 1). All probe sequences were designed with software
by Illumina, Inc. (San Diego, CA, USA), and the specifici-
ty of the probe sequences was checked against GenBank
by using BLAST to have minimal cross-hybridization
potential. Employing multiple probes for each BWA
reduces the potential for both false-negative and false-pos-
itive results in environmental samples. The inherent redun-
dancy of each probe type on the array, because each

microsphere type has many replicates, provides additional
confidence in detection and enhances the signal-to-noise
ratio. Because the assembly process for the arrays is ran-
dom, each bead type is encoded with an identifying optical
bar code (11,12) created by entrapping dyes in various
combinations within microspheres, to differentiate micros-
phere probe types from one another.

To ensure sensitive detection of BWAs with high accu-
racy, the performance of this multiplexed, high-density
array was assessed by examining the detection limits and
specificity of probes with Cy3-labeled synthetic targets (the
synthetic target is a 50-mer oligonucleotide complementa-
ry to the probe). We modified our previous protocol of
microsensor preparation (12) by using an increased concen-
tration of cyanuric chloride solution in the probe activation
step to achieve a more complete and efficient coupling of
DNA probes to microspheres. The improved microsensor
preparation enabled a detection limit as low as 10 fmol/L
(in 50 µL volume) within 30 min hybridization time (data
not shown). While the probes were selected to avoid the
formation of secondary structures, such structures were not
completely eliminated and probably affected the hybridiza-
tion efficiency, resulting in higher detection limits for some
probes on the array. To evaluate probe specificity, arrays
containing beads with only a single probe type were
exposed sequentially to the synthetic complementary target
as well as to all noncomplementary targets. Cross-reactions
were observed between probes from the same organism
such as BA1/BA2, BA5/BA6, BTK1/BTK2, YP1/YP2, and
FT1/FT2 (probes are abbreviated according to the organism
from which they were derived: BA, B. anthracis; YP, Y.
pestis; FT, F. tularensis; BM, Brucella melitensis, CB; C.
botulinum; VA, vaccinia virus; and BTK, Bacillus
thuringiensis kurstaki; details in online Appendix Table 2)
because some of the sequences for each probe pair over-
lapped, as probes were designed to be specific to the same
target gene of the BWA. While in some applications cross-
reactions are undesirable, in the present context the cross-
reactions between probes from the same BWA confirmed
each BWA in the sample. In addition, some minor cross-
reactions between probe types from different BWAs were
observed because of sequence similarity in spite of the
careful probe design for each BWA (online Appendix Table
2). These cross-reactions could be advantageous, since they
generated a unique response pattern across all the probes on
the multiplexed array for each target BWA and provided
additional information to identify BWAs. As a result, any
BWA can be simultaneously identified with this multi-
plexed array by looking at the high signals resulting from
the specific response of each individual species-specific
probe as well as the response pattern across the array.

To sensitively detect target BWAs, polymerase chain
reaction (PCR) was used as an amplification step before
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hybridization on the multiplexed array platform.
Amplification was essential, especially when BWAs were
present at trace levels in environmental samples (see
below). Primer pairs that corresponded to each of the tar-
get sequences were designed specifically for each BWA
(online Appendix Table 1). Each primer pair amplified the
respective BWA sequence from an autoclaved bacterial
culture (online Appendix Table 3) during asymmetric
PCR. Figure 1 shows the detection of PCR products
derived from each individual primer pair based on single
bead–type arrays. The variation of the probe responses to
PCR products can be explained by the different concentra-
tions of the autoclaved bacterial cultures used as templates
in PCR, the varying efficiency of primer pairs, or the
potential of PCR products to form secondary structures.
While carefully designed and optimized to have PCR prod-
ucts with a shorter length (147–201 bp), some of the
amplified PCR fragments might form secondary structures
(e.g., BA5). The formation of secondary structures makes
the DNA fragments that were complementary to the array
probe sequences inaccessible for hybridization. For these
targets, the hybridization efficiency was affected, giving
low hybridization responses to PCR products. In addition,
the position of the target sequences within the PCR ampli-
cons could affect hybridization efficiency. Oligonucleotide
probes complementary to the middle part or the 5′ position
of PCR products showed lower hybridization efficiencies
than did target sequences close to the 3′ positions. This
observation was likely related to steric hindrance that led
to less accessibility of PCR products to the probe
sequences on the array.

To assess the limit of detection with real bacterial sam-
ples, 10-fold serial dilutions were made from the auto-
claved cultures of each BWA (online Appendix Table 3)
and used for PCR followed by array hybridization (sum-
marized in the Table). Specificity tests of primer pairs were
performed by applying each primer pair to other nontarget
bacterial cultures individually, and no nonspecific amplifi-
cations were observed. To investigate the ability to simul-
taneously detect BWAs, multiplex PCR was used to
analyze mixed bacterial cultures that contained multiple
BWAs, e.g., B. anthracis mixed with B. thuringiensis
kurstaki and Y. pestis mixed with F. tularensis, in varying
ratios. We prepared 2 primer pools for the 7 BWAs of
interest, and each pool contained 1 primer pair specific for
each BWA. Figure 2 shows the amplification of BWAs in
each mixed culture sample using primer pools I and II. The
amplified PCR products were subjected to multiplexed
array detection with each BWA represented by at least 2
probe types. The online Appendix Figure shows the results
of simultaneous detection of BWAs in different mixed cul-
ture samples after amplification with primer pool I (online
Appendix Figure, panel A) and pool II (online Appendix

Figure, panel B). For the mixtures of B. anthracis and B.
thuringiensis kurstaki, both probes BTK1 and BTK2 gave
positive signals, as did probes BA1, BA2, and BA4, which
indicates the presence of B. anthracis and B. thuringiensis
kurstaki. Since the primer pair specific for B. anthracis in
primer pool I and pool II corresponded to the BA2 and
BA4 sequences, respectively, no positive signals were
observed from the other BA probes (BA3, BA5, and BA6);
no cross-reactions were seen between them except for
probes BA1 and BA2 (online Appendix Table 2). For mix-
tures of Y. pestis and F. tularensis, differentiating 2 bands
(Figure 2B, lane 9 and lane 10) on the gel is difficult
because the product size is similar; however, positive sig-
nals from the respective probes after hybridization showed
these 2 BWAs in the mixed culture samples (online
Appendix Figure, panel B). Array detection in conjunction
with multiplex PCR is advantageous in that it not only
simultaneously identifies target BWAs but also minimizes
the possibility of misinterpreting PCR results because it
adds an additional level of specificity. With gel analysis
only, PCR results are usually complicated because of non-
specific amplification during multiplex PCR with environ-
mental samples.

Since real environmental samples will likely involve
complex matrices with many potential interferents, the
performance of the multiplexed array was further assessed
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Figure 1. Array detection of single polymerase chain reaction
(PCR) products from autoclaved bacterial cultures of the 6
microorganisms listed in online Appendix Table 3 by using single
bead–type arrays. PCR and array hybridization conditions are
described in the Appendix. Single bead–type arrays were fabricat-
ed containing ≈100 replicates of each microsphere probe. The
standard deviation (SD) of background images is 15 (N = 3), and
the detection limit is 45, defined as 3 × SD.



with wastewater spiked with individual autoclaved bacter-
ial cultures of BWAs at various volumetric dilution factors
(1:3 and 1:10) (online Appendix Table 3). Both primer
pools were applied to all spiked wastewater samples for
multiplex PCR. The probes on the multiplexed array gave
positive responses only to the amplified PCR products of
interest, without responding to any nonspecifically ampli-
fied products. Online Appendix Figure, panel C gives an
example of array detection of the amplified BWAs from
spiked wastewater samples (1:10 dilution) with primer
pool I. BWAs seeded into wastewater at various dilution
factors were all identified successfully within 30 minutes
of hybridization.

In summary, this fiber-optic, microsphere-based array
platform provides fast, sensitive, and simultaneous identi-
fication of BWAs with high accuracy. The high density of
this array format can accommodate additional probe types
while still maintaining a high redundancy for each probe
type on the array. Additional probe types could be added to
the array without affecting the performance of the existing
microspheres. The ability to expand the probe types in the
array opens up the opportunity to incorporate a large num-
ber of potential BWAs when their genome sequences
become available. As a result, the multiplicity of arrays
could be increased by incorporating an even broader class
of potential BWAs and other pathogens, leading to a uni-
versal array for all pathogenic agents of interest. 
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Figure 2. Gel analysis of multiplex polymerase chain reaction
(PCR) with mixed autoclaved bacterial culture samples using
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Francisella tularensis (FT), 1:1; lane 6, YP + FT, 1:9; lane 7, neg-
ative control (no template); lane 8, BA-negative control (no tem-
plate); lane 9, BA-positive control; lane 10, BTK-positive control;
lane 11, FT-positive control; lane 12, YP-positive control. B) Lane
1, DNA ladder; lane 2, BA-positive control; lane 3, BTK-positive
control; lane 4, BA + BTK, 1:1; lane 5, BA + BTK, 1:5; lane 6, BA
+ BTK, 1:9; lane 7, YP-positive control; lane 9, YP + FT, 1:1; lane
10, YP + FT, 1:9; lane 11, negative control (no template); lane 12,
blank well. Primer pool I contained 7 primer pairs, BA2, BTK1,
FT1, YP1, CB1, VA1, and BM1. Primer pool II contained BA4,
BTK2, FT2, YP2, CB2, VA2, and BM2. Each primer pool has 1
primer pair for each biological warfare agent of interest. A positive
control was run in single PCR with the corresponding primer pair.
See Appendix for the conditions of multiplex PCR.
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