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Powassan Virus Infection Detected by
Metagenomic Next-Generation Sequencing,
Ohio, USA

Appendix
A single 140-nt sequence from Powassan virus was detected by metagenomic next-
generation sequencing in the cerebrospinal fluid of a 4-year-old boy.

>NDX550313 RUO:156:HKNFTBGXK:1:22109:2530:901 I#ATCTCAGG+ATAGCCTT/1

CAGCATCACAGTCCTGGACATGCATCCTGGAGCGGGAAAGACACACAGAGTCCTTC
CCGAGCTGATTCGTGAATGCATTGACAAAAGATTGAGGACTGTTGTGTTGGCCCCAA
CGCGGGTTGTTCTGAAAGAGATGGAAA
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