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Novel Amdovirus in Gray Foxes

Technical Appendix

Splice donor site Branch site Splice acceptor site
AIC AG| GT PuAGT PuAPy Pyrich AG|G
< Intron B

NS1 AAATGGCTAA GTACATGGGA...TACTTTACAG GAGAGACTAC
NS2 AAGACCTAAG GTTAGTGTTC...TACTTTACAG GAGAGACTAC
NS3 AAGACCTAAG GTTAGTGTTC...GCAATCAAAG GAGTCACAGT
VPl ATGAGTAAAA GTAAGCAACC...TTTACTTTAG TTCCTCAGCA
Technical Appendix Figure 1. Nucleotide sequence around the predicted RNA splicing sites in the gray

fox amdovirus genome. Splice donor and receptor are shown in pink boxes. NS, nonstructural; VP, viral

protein.
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Technical Appendix Figure 2. Conservative domain in the left open reading frame of gray fox amdovirus

and representative parvoviruses. GKRN region is marked in red.
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Technical Appendix Figure 3. Conservative domains in the right open reading frame of gray fox
amdovirus and representative parvoviruses. PGY region (putative phopholipases A2 domain) is marked in
blue and TPW, YNN, and PIW region are marked in red.
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Technical Appendix Figure 4. Nonstructural protein 1 alignment of gray fox amdovirus and representative

amdoviruses. Black highlights 70%—100% similarity, gray highlights 50—70% similarity.
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(MO DDYLSVDEQYFNFITIENNIPINILRTGDNFHTGLYEFKSKPCKLTIPSYQSTRCLGLPPLCKPKTD)S T SIAENG

[eaHcinle] YIRS G QIO TRIMGHFWGE ERg K Ny ERINRIMR P YN IGHOQIZPEWIPPAGLQGSYFPYGGPRQWSDTTKGAG TH S QpRMO QN
ADL e COBNTRLGHFWGEERGKENAEMNRIIRP YNIGHMOYPEWI IPAGLQGESYFAGGPRQWSDTTEKGAGTHSQRILQQN|
ADLQ INHGOBINTRLGHFWGEERGEKENAEMNRMRP YNIGIHQYPEWITPAGLQGSYFAGGPRQWSDTTEGAGTHSQEL QON]
ADLGTREARNOENTRLGHFWGEMRGEKKNAEMNRINRP YNTIGHOQYPEWITPAGLEAGSYFAGGERQWSDTTKGAGTH SQIYLIAQON

Q] Q] OAWWTL TATNKAQ - - TGKIAW EEAM e =V ¥ le pig-0-y AN AT k4 F
FSTRYIYDRNHGGDNEVDLLDGIPIHERSYYYSDWEIEQHTAKQPKLRUWPPTHHSKIDSWEEEGWPAASGTHFEDEVIYL
FSTRYIYDRNHGGDNEVDLLDGIPIHERSYYYSDEEIEQHTAKQPKLRYPPITHHSKIDSWEEEGWPAASGTHFEDEVIYL
FETRYIYDRNRIGGDIMEVRILLDGIPIHERSIqYYSDREIEQHTAKQPKLRWP PIHHSKIDSWEEEGWPAASGTHEFEDEVIYL

DYFNFSGEpSNENFPOE VLEDEAOMKKLLNNYYQPTV[EQODBVGPVYPWGQIWDKKPDMDHKP SMNpNAPFVCENNPP GQ LAY
DYFNFSGEMYLNMFPHEVLDDAAQMEKLLNSYQPTVAQDNVGPVYPWEQIWDKKPEIMDHEP SMNNNAPFVCENNPP GQLF V|
D YFNF[EGE[WLIFPHEVLDDAAQMKKLLNSYQPTVAQDNVGPVYPWGRQIWDKKPDMDHKP SMNNNAPFVCKNNPPGQLFEV
DYFNASGERSALINFPHEVLDDAAQMEKLLNSYQPTVAIDNVGPVYPWGQIWDKKPDMDHKP SMNNEAEFVCENNPPGQLFEFV

KLTENLTD TFNYDENPDRIKTYGYFTWRGKLVLKGKLSQVTCWNPVKRELIGEPGVF TKDYHKQIPNNKGNFEIGLQYG
KLTENLTDTFNYDENPDRIKTYGYFTWRGKLVLEKGKLSQVTCWNPVKRELIGEPGVFTKDNYHKQIPNNKGNFEIGLQYG
KLTENLTDTFNYDENPDRIKTYGYFTWRGKLVPIEKGKLSQVTCWEPVKRELIGEPGVFTKDNYHKQIPNNKGNMEIGLQYG
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Technical Appendix Figure 5. Viral protein 2 alignment of gray fox amdovirus and representative

amdoviruses. Black highlights 70%—100% similarity, gray highlights 50—70% similarity.
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