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Technical Appendix 

 

Technical Appendix Figure 1. Nucleotide sequence around the predicted RNA splicing sites in the gray 

fox amdovirus genome. Splice donor and receptor are shown in pink boxes. NS, nonstructural; VP, viral 

protein. 
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Technical Appendix Figure 2. Conservative domain in the left open reading frame of gray fox amdovirus 

and representative parvoviruses. GKRN region is marked in red.  



Page 3 of 5 

 

Technical Appendix Figure 3. Conservative domains in the right open reading frame of gray fox 

amdovirus and representative parvoviruses. PGY region (putative phopholipases A2 domain) is marked in 

blue and TPW, YNN, and PIW region are marked in red. 
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Technical Appendix Figure 4. Nonstructural protein 1 alignment of gray fox amdovirus and representative 

amdoviruses. Black highlights 70%–100% similarity, gray highlights 50–70% similarity. 
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Technical Appendix Figure 5. Viral protein 2 alignment of gray fox amdovirus and representative 

amdoviruses. Black highlights 70%–100% similarity, gray highlights 50–70% similarity. 
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