LETTERS

ruptured. She underwent a repeat ce-
sarean delivery because the method of
leprosy transmission is not yet proven
and to prevent possible vertical trans-
mission to the infant. The patient de-
livered a female infant weighing 6
Ib, 8 oz, with Apgar scores of § and
9. On postoperative day 1, Dapsone
treatment was restarted; she was given
Dapsone, 50 mg daily, and predni-
sone, 40 mg daily. She was discharged
with the baby on postoperative day 3.

Leprosy is a chronic disease
caused by Mpycobacterium leprae.
The disease mainly affects the skin
and nerves and, if untreated, can
cause permanent damage. It is cur-
able, however, and disability can be
avoided. The World Health Organiza-
tion recommends multidrug therapy
consisting of Dapsone, rifampin, and
clofazimine (/). This combination has
proven highly effective, and patients
are no longer infectious after the first
dose (/). Virtually no relapses occur
and antimicrobial drug resistance does
not develop (/). Pregnancy causes a
relative decrease in cellular immunity,
which allows M. leprae to prolifer-
ate (2). Careful management can pre-
vent permanent nerve damage. Lepo-
ratamatous leprosy and relapse after
treatment are more commonly seen
throughout pregnancy because of the
pregnant woman’s immunodeficient
state (2,3).Infants are usually less af-
fected than mothers; nevertheless, se-
lection of the mother’s antimicrobial
drug regimen must ensure adequate
control of the bacteria while avoiding
teratogenicity and in utero adverse ef-
fects, such as low birthweight (3,4).
The infant has a potentially high risk
of contracting leprosy from the moth-
er by skin-to-skin contact or droplet
transmission, particularly if she has
not received treatment.

Alexis C. Gimovsky

and Charles J. Macri
Author affiliation: George Washington
University Hospital, Washington, DC, USA

DOI: http://dx.doi.org/10.3201/eid1907.130463

1694

References

1. World Health Organization. Leprosy. Fact
sheet, September 2012 [cited 2013 Mar
28]. http://www.who.int/mediacentre/fact-
sheets/fs101/en/

2. Lockwood DN, Sinha HH. Pregnancy
and leprosy: a comprehensive literature
review. Int J Lepr Other Mycobact Dis.
1999;67:6-12.

3. Duncan ME, Pearson JM, Rees RIJ.
The association of pregnancy and leprosy,
I. Lepr Rev. 1981;52:245-62.

4. Duncan ME. Babies of mothers with
leprosy have small placentae, low birth
weights and grow slowly. Br J Obstet
Gynaecol. 1980;87:471-9. http://dx.doi.
org/10.1111/5.1471-0528.1980.tb04581.x

Address for correspondence: Alexis C.

Gimovsky, Department of Obstetrics and
Gynecology, George Washington University
Hospital, Medical Facility Associates, 2150
Pennsylvania Ave NW, #6A429, Washington,

DC 30037, USA; email: agimovsky@gmail.com

Haemophilus
parahaemolyticus
Septic Shock
after Aspiration
Pneumonia, France

To the Editor: Members of the ge-
nus Haemophilus are commensal bac-
teria of the upper respiratory tract, and
H. influenzae is the main pathogen in
this genus that can cause a wide range
of human infections (/). The species
most closely related to H. influenzae is
H. haemolyticus, usually considered a
commensal of the nasopharynx in hu-
mans; it can be pathogenic, although
rarely (2,3). H. parahaemolyticus was
distinguished from H. haemolyticus in
1953 when it was determined that H.
parahaemolyticus required only fac-
tor V, but not factor X, for growth (4).
This species could be responsible for
pharyngitis and, rarely, for subacute
endocarditis (4), but it has seldom been
reported to cause invasive disease (3).
Invasive disease has been reported in
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a patient who had an empyema in the
gallbladder (6) and in a patient who had
a cryptogenic brain abscess (7). We re-
port a case of acute respiratory distress
syndrome (ARDS) and septic shock
caused by H. parahaemolyticus.

A 50-year-old woman, who was
receiving artificial ventilation, was
transferred to the Hopital Nord in
Marseille, France, in November 2012.
She was in a coma because she had
taken an overdose of benzodiazepine
and clomipramine in a suicide at-
tempt. She had no relevant medical
history except addiction to tobacco,
chronic alcoholism, and depression.
The patient’s family owned 3 cats and
1 dog but had no other pets. She had
not traveled outside France.

Notable findings on initial ex-
amination (before intubation) were
shock (arterial blood pressure 80/50
mm Hg, despite adequate fluid re-
suscitation), tachycardia (pulse rate
110 beats/min), tachypnea (respira-
tory rate 34 respirations/min), low
peripheral oxygen saturation (SpO2
80%), and a temperature of 39°C. On
intensive care unit (ICU) admission,
her partial pressure of arterial oxy-
gen/fraction of inspired oxygen ratio
was 101 under mechanical ventila-
tion, with a positive end-expiratory
pressure level of 10 cm H,0O, consis-
tent with ARDS. Chest examination
revealed bilateral crackles on lower
lung lobes, consistent with chest ra-
diograph findings. Routine laboratory
evaluation showed a hemoglobin lev-
el of 11.7 g/dL (reference 12.5-15.5
g/dL for women); leukocytosis, indi-
cated by a leukocyte count of 23 cells
x 10°/L (reference 4-10 x10°/L); and
elevated C-reactive protein level (298
mg/L [reference <5 mg/L]).

On the second day, a bronchoal-
veolar lavage (BAL) specimen (ob-
tained before initiation of antimicro-
bial drug therapy) was positive for
H. parahaemolyticus (10’ CFU/mL)
on a chocolate polyvitex agar plate,
and the strain showed susceptibility
to ampicillin/clavulanate, ceftriaxone,
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gentamicin, and ciprofloxacin. The
bacterium was hemolytic and required
factor V, but not factor X, for growth.
The bacterium was identified in the lab-
oratory by matrix-assisted laser desorp-
tion ionization time-of-flight (MALDI-
TOF) mass spectrometry with the
Bruker Biotyper software database
(Bruker Daltonics, Bremen, Germa-
ny), with a good score (>2.0) (8). The
identification was confirmed by PCR
amplification and sequencing of the
16S rRNA gene (size of sequence was
1,387 bp, and it had 99.6% homology
with sequence AJ295746 in GenBank).
Blood culture results were negative for
both bacterial species. The final diag-
nosis was septic shock associated with
ARDS, due to aspiration pneumonia.

In the ICU, the patient received
ampicillin/clavulanate and gentami-
cin, along with vasopressor therapy
and crystalloid fluid resuscitation. Her
response was dramatic, and her condi-
tion improved rapidly. When she was
stabilized and able to take oral drugs,
she was given ampicillin/clavulanate,
1 g 3x daily for 7 days. On day 9, she
was discharged from the ICU in stable
condition. One month after discharge,
she attended a follow-up visit at the
pulmonary outpatient department and
had made a full recovery.

This study shows the isolation in
pure culture of H. parahaemolyticus
from the BAL specimen of a patient
with septic shock with ARDS. The
isolate was unambiguously identified
by MALDI-TOF (8) and confirmed
by 16S rRNA sequencing. Correct
identification of bacteria of the ge-
nus Haemophilus at the species level,
including H. parahaemolyticus, by
MALDI-TOF, has also been reported
in 2 recent works (9,70). Isolation of
this bacterium in pure culture from the
BAL specimen was eventually asso-
ciated with the disease of the patient
(including a coma complicated with
aspiration pneumonia and bilateral
pulmonary consolidations), and the
patient rapidly improved after receiv-
ing antimicrobial drug treatment.

Emerging Infectious Diseases « www.cdc.gov/eid « Vol. 19, No. 10, October 2013

These findings suggest that H.
parahaemolyticus was the causative
agent of the patient’s disease. Al-
though this bacterium has been rarely
reported as a cause of human infec-
tions, it should be considered as an op-
portunistic pathogen, especially in pa-
tients who have aspiration pneumonia,
because it is likely a commensal of the
upper respiratory tract. Among 31 H.
parahaemolyticus isolates from hu-
man specimens reported by Nerskov-
Lauritsen et al., 75% of the isolates
were recovered as commensals in the
pharynx and throat and from sputum
(10). This bacterium was likely over-
looked in the past because phenotypic
identification was not sufficiently ac-
curate to distinguish it from other
Haemophilus spp. Thus, H. parahae-
molyticus has a pathogenic potential
for causing invasive and severe dis-
eases in humans that should be further
investigated.
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