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During 2003–2012, 8 clusters of meningococcal dis-
ease were identified in Rio de Janeiro State, Brazil, all 
caused by serogroup C Neisseria meningitidis. The iso-
lates were assigned to 3 clonal complexes (cc): cc11, 
cc32, and cc103. These hyperinvasive disease lineages 
were associated with endemic disease, outbreaks, and 
high case-fatality rates.

The last epidemic of Neisseria meningitidis serogroup C 
meningococcal disease in Rio de Janeiro State, Brazil, 

occurred in 1994. It was caused by C:2b:P1.10 isolates that 
belonged to cluster A4 (1). Although the number of cases of 
serogroup C disease subsequently declined after a vaccina-
tion campaign, rates of serogroup C disease again began to 
increase in 2000. During 2003–2012, public health surveil-
lance identified 8 clusters of serogroup C meningococcal 
disease in Rio de Janeiro State. We report the investigation 
of these meningococcal disease clusters and typing infor-
mation of the causative agent.

The Study
Public health surveillance of meningococcal disease 

in Rio de Janeiro State is conducted by the Meningitis 
Advisory Committee of the State Department of Health, 

which uses data obtained from 2 surveillance sources: 
mandatory reports of meningococcal disease cases and 
reports of laboratory-confirmed N. meningitidis isolates 
collected by the Central Laboratory Noel Nutels and the 
Infectious Diseases State Institute São Sebastião, which 
are state reference laboratories, and 1 outsourced labo-
ratory for bacterial meningitis (Cientificalab Laboratory 
Products and Systems, Rio de Janeiro, Brazil). Chemo-
prophylaxis with rifampin is currently recommended for 
close contacts of persons with confirmed or suspected 
cases of meningococcal disease.

A cluster was defined as ≥3 cases of meningococcal 
disease with a clear epidemiologic link and with N. menin-
gitidis of the same serogroup recovered from either a nor-
mally sterile site or detected by PCR. Reports of invasive 
meningococcal disease during 2000–2012 were obtained 
from the Meningitis Advisory Committee and analyzed by 
using EpiInfo (version 3.5.3; Centers for Disease Control 
and Prevention, Atlanta, GA, USA). This study was ap-
proved by the Ethical Committee of the Evandro Chagas 
Research Institute of the Oswaldo Cruz Foundation.

We identified 8 clusters involving 46 cases that oc-
curred during 2003–2012; all were caused by serogroup C 
N. meningitidis (online Technical Appendix, wwwnc.cdc.
gov/EID/article/19/11/13-0610-Techapp1.pdf; Figure). 
N. meningitidis serogroup was determined by slide agglu-
tination with specific rabbit antisera (BD Difco, Sparks, 
MD, USA) or serogroup-specific PCR directly from ce-
rebrospinal fluid samples (2). Serotype and serosubtype 
were determined by immunoblot analysis at the National 
Meningitis Reference Center. Susceptibility to rifampin 
was determined by using E-test (bioMérieux, Marcy-
l’Étoile, France).

The genetic lineage of N. meningitidis isolates recov-
ered in culture (n = 11) or directly detected in cerebrospinal 
fluid samples (n = 24) was determined by multilocus se-
quence typing (MLST), and the antigenic profile was deter-
mined by sequencing antigen-encoding genes: porB, porA 
(variable regions 1 and 2), and fetA variable region (3). A 
total of 122 serogroup C invasive isolates (C:2a [22]; C:2b 
[17]; C:4,7 [36]; C:19 [4]; C:23 [43]) recovered from 1990 
through 2010 were also genotyped. Sequence types and al-
leles at antigenic loci were assigned by the N. meningitidis 
MLST database (www.mlst.net).

Serogroup C disease increased from 121 (26%) of 
463 cases during 2000–2003, to 174 (44%) of 394 cases 
during 2004–2007, and to 499 (84%) of 594 cases during 
2008–2012 (p<0.01). The case-fatality rate of serogroup C 
disease also increased during the same periods: 12%, 14%, 
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and 19% (p = 0.03), respectively. These serogroup C iso-
lates were mainly represented by 4 serologic phenotypes: 
C:23:P1.14–6 (60%), C:4,7:P1.7,1 (15%), C2a:P1.5,2 
(12%), and C:4,7:P1.19,15 (6%).

New cases associated with serogroup C meningo-
coccal disease clusters occurred within an average of 15 
days (range 1–30 days), and those infected had proxim-
ity to each other (same household, vicinity, daycare cen-
ter, primary school, or workplace). The average age of 
patients was 13 years (range 10 months–51 years). The 
clinical signs and symptoms recorded when the person 
sought medical treatment were fever (98%), vomiting 
(80%), hemorrhagic rash (67%), headache (65%), neck 
stiffness (50%), impaired consciousness (41%), diarrhea 
(15%), abdominal pain (15%), convulsions (13%), sore 
throat (9%), and myalgia (6%). The overall case-fatali-
ty rate was 28% (13/46), ranging from 17% (cc103) to 
44% (cc11) (Table); 6 (46%) of 13 deaths occurred as the 
person sought treatment. A program of vaccination with 
serogroup C polysaccharide vaccine was implemented 
twice, once in October 2003 (Paraty) and again in January 
2008 (Armação de Búzios). Subsequently, 1 vaccinated 
person became infected in each locality (online Technical 
Appendix).

Isolates assigned to clonal complex (cc) 11, cc32, 
and cc103 were associated with the clusters of meningo-
coccal disease (online Technical Appendix; Figure); all 
were rifampin-susceptible (MICs, 0.006–0.19 μg/mL). 
The results of genotyping the 122 invasive isolates col-
lected from 1990 through 2010 are shown in the Table.  

The Table also indicates when the cluster-associated 
clones were first observed.

Conclusions
Clusters of meningococcal disease were a prominent 

feature of N. meningitidis infections in several countries dur-
ing the 1990s (4,5). These meningococcal clusters have been 
associated with educational institutions and particular clones 
of serogroup C. Clusters and community outbreaks of sero-
group C disease have recently been observed in Brazil with 
increasing frequency outside the person’s place of residence 
and involving teenagers and young adults, e.g., caused by 
the ST-3780 (cc103) isolates (6–8). A single cluster has been 
associated with the C:4,7:P1.19,15 phenotype (9).

Although the annual incidence rate remained stable 
(2–3 cases/100,000 population), clusters of meningococcal 
disease marked a change in the epidemiology of N. menin-
gitidis infection during the 2000s in Rio de Janeiro State, 
while serogroup C disease and its case-fatality rate steadily 
increased. These clusters were caused by different clones, 
involved mostly children, and were accompanied by high 
case-fatality rates. The serogroup C clones found in this 
study seem to have emerged during the 2000s and are also 
now the major cause of endemic meningococcal disease. 
Some of these clones, namely, cc11 and cc32, have under-
gone capsular switching. For instance, the 2–2:P1.5–1,10–
8:F3–6:ST-7816 (a single locus variant of ST-11) clone 
from 2009 was found to express a serogroup W capsule 
(10), and the 3–79:P1.7–1,1:F5–1:ST-639 clone was previ-
ously demonstrated to belong to serogroup B (3).
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Figure.	Spatial	distribution	of	8	
meningococcal disease clusters 
caused	 by	 3	 different	 clonal	
complexes	 (cc)	 of	 Neisseria 
meningitidis,	 Rio	 de	 Janeiro	
State,	Brazil,	2003–2012.	



N. meningitidis	Serogroup	C	Clones

Chemoprophylaxis to control clusters has been inef-
fective in preventing new cases, possibly because trans-
mission might have been occurring among social networks 

that did not receive chemoprophylaxis. In addition, it is not 
known whether chemoprophylaxis reduces risk in educa-
tional institutions (5). All of these clusters were potentially 
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Table. Genotyping	of	serogroup	C	Neisseria meningitidis invasive isolates recovered from 1990	to	2010	with	timeline showing when 
the cluster-associated	clone	were	first	observed	in	Rio	de	Janeiro	State,	Brazil 

Serogroup/year Genotype and clonal complex (no.	isolates) 
Date of emergence of cluster-related clone  

(date	of	commencement	of	cluster) 
C:2a   ST-11   
 1990                        2-184:P1.5-1,2-2:F1-1:ST-5121 (1)  
 1995–1997                    2-2:P1.5,2:F3-6:ST-11 (5)  
 1997                        2-60:P1.5,2:F3-6:ST-7849 (1)  
 2000                        2-145:P1.5,2:F1-1:ST-11 (1)  
 2001                        2-184:P1.5-1,2-2:F1-1:ST-5121 (1)  
 2007–2009                           2-2:P1.5-1,10-8:F3-6:ST-11 (9) Feb 2007	(Feb 2007,	Jan	2008) 
 2009                        2-2:P1.5-1,5-11:F3-6:ST-11 (1)  
 2010                              2-2:P1.5-1,10-8:F3-6:ST-9452 (3) May	2010	(May	2010) 
C:2b ST-8	  
 1990                       2-3:P1.18-1,3:F3-1:ST-8 (1) No	cluster associated with this clonal complex 
 1992                          2-3:P1.18-1,3:F3-9:ST-8 (2)  
 1995–1997                     2-30:P1.5-2,10:F5-2:ST-8 (1)  
 2-3:P1.18-1,3:F3-1:ST-8 (1)  
 2-30:P1.5-2,10:F5-2:ST-153 (8)*  
 2-3:P1.18-1,3:F3-9:ST-7769 (1)  
 2-30:P1.5-2,10:F5-2:ST-7713 (1)  
 2002*†                         2-30:P1.5-2,10:F5-2:ST-153 (1)  
 2-30:P1.5-2,10:F5-2:ST-7705 (1)  
C:4,7 ST-32	  
 1994                         3-1:P1.19,15:F5-1:ST-7709 (1)  
 1998–2010                        3-79:P1.7-1,1:F5-1:ST-639 (16) Jun	1998	(Jul	2009) 
 3-1:P1.19,15:F1-80:ST-33 (1)  
 3-299:P1.7-1,1:F5-1:ST-639 (2)  
 3-1:P1.19,15:F5-1:ST-33 (2)  
 3-79:P1.19,15:F5-1:ST-639 (1)  
 3-1:P1.19,15:F5-1:ST-34 (1)  
 3-1:P1.19,15:F5-1:ST-639 (3)  
 3-79:P1.7-1,1:F5-1:ST-7692  (1)  
 3-79:P1.7-1,1:F5-1:ST-7696 (1) Oct	2006	(Oct	2006) 
 3-294:P1.7-1,1:F5-1:ST-639 (1)  
C:4,7 ST-41/44  
 2007                             3-300:P1.18-1,3:F5-37:ST-41 (1) No	cluster	associated with this clonal complex 
C:4,7 No	clonal	complex  
 1993–1994                   3-27:P1.20,9:F1-7:ST-7690 (3) No	cluster	associated	with	these	strains 
 3-1:P1.21,16:F1-20:ST-7712 (1)  
 2003                        3-1:P1.5,15:F4-3:ST-7691 (1)  
C:19 ST-269,	ST-174,	ST-41/44	  
 1993–1995                   3-295:P1.5-1,10-4:F4-21:ST-3772 (1)  No	cluster	associated	with	these	clonal	complexes 
 3-295:P1.5-1,10-4:F5-1:ST-3772 (1)   
 2007                       3-35:P1.21,16:F5-13:ST-7817 (1)   
 3-71:P1.19,15:F5-2:ST-437 (1)   
C:23 ST-103	  
 2001–2010                   2-23:P1.22,14-6:F1-80:ST-3779 (1)  
 2-23:P1.22,14-6:F3-9:ST-3779 (13) Jul	2001	(Feb 2012) 
 2-23:P1.22,14-6:F5-92:ST-7689 (1)  
      2-23:P1.22,14-6:F3-9:ST-3780 (14) Jul	2003	(Apr	2012) 
 2-23:P1.22,14-6:F1-5:ST-5727 (1)  
 2-23:P1.22,14-6:F3-9:ST-7708 (1) Sep	2003	(Sep	2003) 
 2-23:P1.5,14-6:F3-9:ST-5122 (1)  
 2-23:P1.22,14-6:F3-9:ST-5122 (2)  
 2-23:P1.22,14-6:F5-92:ST-5338 (1)  
 2-167:P1.22,14-6:F3-9:ST-3779 (3)  
 2-23:P1.18-1,3:F3-9:ST-3779 (3)  
 2-23:P1.22,14-6:F3-9:ST-8732 (1)  
 No	clonal	complex  
 2010                               2-23:P1.22,14-6:F3-9:ST-8730 (1) No	cluster	associated	with	this	strain 
*No	invasive	C:2b	isolate	has	been	recovered	since	2002. 
†The	clone	associated	with	the	last	epidemic	of	serogroup	C	disease	in	1994. 

 



vaccine preventable with monovalent serogroup C menin-
gococcal vaccine, which was instituted in the state program 
of routine vaccination for children (<2 years) in October 
2010. The implementation of molecular surveillance is 
advisable to both guide immunization programs and to 
monitor the effects of the immunization program and its 
consequences for the population biology of N. meningitidis 
associated with invasive disease.

Acknowledgments
We thank the staff of the National Meningitis Reference 

Center for serologictyping, the staff of the microbiology laborato-
ries for providing meningococcal isolates, all health professionals 
involved in the investigation of communicable diseases, Mônica 
de A. F. M. Magalhães and Fabiane Bertoni for the digital map, 
and Julia Bennett and Keith Jolley for curation of the MLST data-
base for Neisseria meningitidis.

This work was supported in part by a Fogarty International 
Center Global Infectious Diseases Research Training Program 
grant, National Institutes of Health, to the University of Pittsburgh 
(D43TW006592).

L.H.H. receives funding from the Centers for Disease Con-
trol and Prevention and the National Institute of Allergy and Infec-
tious Diseases. He has received research support and lecture fees 
from Sanofi Pasteur; lecture fees from Novartis Vaccines; and has 
served as a consultant to GlaxoSmithKline, Merck, Novartis Vac-
cines, Sanofi Pasteur, and Pfizer. Financial ties of L.H.H. with 
industry were terminated before he became a voting member of 
the Advisory Committee on Immunization Practices in July 2012.

Dr. Barroso is a consultant in communicable disease control 
and a researcher in public health at the Oswaldo Cruz Institute, 
Brazil. His research interests focus on meningococcal disease and 
bacterial epidemiology.

References

  1. Barroso DE, Carvalho DM, Casagrande ST, Rebelo MC, Soares V,  
Zahner V, et al. Microbiological epidemiological history of  
meningococcal disease in Rio de Janeiro, Brazil. Braz J Infect Dis. 
2010;14:242–51.

  2. Rebelo MC, Boente RF, Matos JA, Hofer CB, Barroso DE.  
Assessment of a two-step nucleic acid amplification assay for detec-
tion of Neisseria meningitidis followed by capsular genogrouping.  
Mem Inst Oswaldo Cruz. 2006;101:809–13. http://dx.doi.
org/10.1590/S0074-02762006000700017

  3. Castiñeiras TM, Barroso DE, Marsh JW, Tulenko MM, Krauland 
MG, Rebelo MC, et al. Capsular switching in invasive Neisseria 
meningitidis, Brazil. Emerg Infect Dis. 2012;18:1336–8. http://
dx.doi.org/10.3201/eid1808.111344

  4. Harrison LH, Dwyer DM, Maples CT, Billmann L. Risk of menin-
gococcal infection in college students. JAMA. 1999;281:1906–10. 
http://dx.doi.org/10.1001/jama.281.20.1906

  5. Davison KL, Andrews N, White JM, Ramsay ME, Crowcroft NS, 
Rushdy AA, et al. Clusters of meningococcal disease in school and 
preschool settings in England and Wales: what is the risk? Arch Dis 
Child. 2004;89:256–60. http://dx.doi.org/10.1136/adc.2003.031369

  6. Gorla MCO, Lemos APS, Quaresma M, Vilasboas R, Marques O,  
Sá MU, et al. Phenotypic and molecular characterization of sero-
group C Neisseria meningitidis associated with an outbreak in  
Bahia, Brazil. Enferm Infecc Microbiol Clin. 2012;30:56–9.  
http://dx.doi.org/10.1016/j.eimc.2011.07.022

  7. Iser BP, Lima HC, de Moraes C, de Almeida RP, Watanabe LT,  
Alves SL, et al. Outbreak of Neisseria meningitidis C in workers 
at a large food-processing plant in Brazil: challenges of control-
ling disease spread to the larger community. Epidemiol Infect. 
2012;140:906–15. http://dx.doi.org/10.1017/S0950268811001610

  8. Liphaus BL, Cappeletti-Gonçalves-Okai MI, Silva-Delemos AP, 
Gorla MC, Rodriguez-Fernandes M, Pacola MR, et al. Outbreak 
of Neisseria meningitidis C in a Brazilian oil refinery involving an  
adjacent community. Enferm Infecc Microbiol Clin. 2013;31:88–92. 
http://dx.doi.org/10.1016/j.eimc.2012.05.009

  9. Puricelli RCB, Kupek E, Bertoncini RCC. Control of a community  
outbreak of group C meningococcal meningitidis in Corupá,  
Santa Catarina State, Brazil, based on a rapid and effective 
epidemiological surveillance and immunization. Cad Saude  
Publica. 2004;20:959–67. http://dx.doi.org/10.1590/S0102-
311X200 4000400010

10. Barroso DE, Castiñeiras TMPP, Cabral AC, Vicente ACP, Rebelo 
MC, Cerqueira EO, et al. Neisseria meningitidis ST-11 clonal com-
plex bearing capsule serogroups B, C, or W in Brazil. J Infect. 
2013;66:547–50. http://dx.doi.org/10.1016/j.jinf.2013.01.002

Address for correspondence: David E. Barroso, Laboratory of 
Epidemiology and Molecular Systematics, Oswaldo Cruz Institute, 
FIOCRUZ, Av. Brasil 4365, Rio de Janeiro, R.J., Brazil 21040-900;  
email: barroso@ioc.fiocruz.br

DISPATCHES

1850	 Emerging	Infectious	Diseases	•	www.cdc.gov/eid	•	Vol.	19,	No.	11,	November	2013

All material published in Emerging Infectious Diseases is in 
the public domain and may be used and reprinted without 
special	permission;	proper	citation,	however,	is	required.


