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To the Editor: Pulmonary disease caused by nontu-
berculous mycobacteria (NTM) is increasing worldwide. 
The most commonly recognized species, with minor geo-
graphic differences, are Mycobacterium avium complex 
(MAC), M. kansasii, M. abscessus, and M. xenopi (1). Lit-
tle is known about the role of NTM in pulmonary disease 
in countries with a high prevalence of tuberculosis (TB). In 
such settings, smear microscopy (to identify acid-fast ba-
cilli) is the primary, and often the only, diagnostic tool used 
to diagnose presumptive TB. Therefore, pulmonary disease 
caused by NTM is frequently misdiagnosed as TB and, be-
cause of the patient’s lack of response to standard anti-TB 
treatment, as multidrug-resistant TB (2).

In 2012, to detect possible drug resistance, we selected 
patients with pulmonary TB at the pulmonology division of 
Ouagadougou University Hospital (Ouagadougou, Burkina 
Faso), whose cases were classified as failing category II 
treatment (for patients with history of previous TB treat-
ment). Each patient provided 1 sputum sample for culture 
and first- and second-line drug susceptibility testing (DST). 
Culture and DST were performed at the Supranational Lab-
oratory of Milan (Milan, Italy), which provides technical 
assistance to the National Reference Laboratory in Burkina 

Faso. Of 314 samples NTM grew in culture for 36 (11%). 
Most NTM were identified as MAC (20 isolates). In culture 
of samples from 4 of the remaining patients, M. sherrisii 
grew. We describe the epidemiologic and clinical charac-
teristics of these 4 patients. 

Three patients were male. All were born and lived in 
Burkina Faso and were HIV-negative; their ages ranged 
from 33 to 57 years. All had a history of having received 
2 courses (categories I and II) of treatment for pulmonary 
TB. All were symptomatic, and their sputum samples were 
highly positive for acid-fast bacilli (1–10 cells/field; Ziehl-
Neelsen stain). One patient did not return for further evalu-
ation after this early assessment; the 3 others underwent 
a chest radiograph that showed, for each, pulmonary le-
sions compatible with TB (Table). The clinical specimens 
investigated in Milan were negative for M. tuberculosis 
complex by specific PCR (GenoType MTBDRplus, Hain 
Lifesciences, Nehren, Germany) and grew NTM in culture. 
The strains were identified as M. simiae with GenoType 
Mycobacterium CM/AS line probe assay (Hain Lifescienc-
es), but because of the known cross-reactivity of the M. 
simiae–specific probe in this kit (3), the 16S rRNA gene 
was sequenced. All strains showed 100% identity to M. 
sherrisii strain NLA000800640 (GenBank accession no. 
EU883389), a strain previously isolated from a patient  
in Tanzania (4). 

On the basis of these findings, a treatment regimen that 
included clarithromycin was begun for the 3 patients, in ad-
dition to the anti-TB regimen with isoniazid, rifampin, and 
ethambutol. One patient was lost to follow-up during the 
first 2 months of treatment and the 2 others died. Further 
information was available for only 1 of those who died: he 
died of heart failure after 9 months of treatment. The pul-
monary disease may well have been the cause; no autopsy 
was performed.

The presence of clear signs and symptoms compat-
ible with pulmonary TB and the contemporary exclusion 
of M. tuberculosis, supported by the unresponsiveness 
to specific treatments and by the negative PCR results of 
strongly smear-positive sputum samples clearly fulfill the 
clinical criteria of the America Thoracic Society for NTM 
pulmonary disease (5). Meeting the objective of a second 
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Table. Clinical features of and microbiological findings from 4 patients with Mycobacterium sherrisii infection, Burkina Faso, 2012* 
Patient 
no. 

Age, 
y/sex 

HIV 
status 

Smear 
results TB treatments 

NTM treatment 
begun Radiology Outcome 

1 40/F Negative 3+ 2011, 2012 October 2012 Cavitation in the right upper lobe. 
Bilateral apical bronchopneumonia with 
small pleural effusion in the right lung 

and basal emphysema. 

Lost to 
follow-up 

2 33/M Negative 2+ 2011, 2012 October 2012 Bilateral apical bronchopneumonia with 
consolidation in the middle lobe. 

Died 

3 57/M Negative 2+ 2012 NA NA Lost to 
follow-up 

4 36/M Negative 3+ 2011, 2012 December 2012 Massive bilateral pneumonia Died 
*TB, tuberculosis; NTM, nontuberculous mycobacteria; NA, not applicable. 

 
 



2094	 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 21, No. 11, November 2015

LETTERS

isolation, as required by microbiological criteria, was not 
possible because a second sputum sample was unavailable.

M. sherrisii is a relatively new species (6), closely re-
lated to M. simiae. Although most of the rare M. sherrisii 
infections reported since 2004 (online Technical Appendix 
Table 1, http://wwwnc.cdc.gov/EID/article/21/11/14-1809-
Techapp1.pdf) were diagnosed in Europe or the United 
States, about half of the strains were isolated from patients 
in Africa. Because M. sherrisii infection probably is further 
underestimated by being misidentified as M. simiae infec-
tion by the commercially available line probe assays, the 
hypothesis that M. sherrisii infection is not so infrequent 
in the African setting seems therefore reasonable. In addi-
tion, the strategy recommended by World Health Organiza-
tion and based on use of immunochromatographic tests (7), 
does not enable NTM identification. A leitmotiv of most 
M. sherrisii infections reported to date is HIV co-infection, 
which leads to dissemination of the mycobacterial disease. 

This report, although it adds to the record of patients 
in Africa, does not support the association with HIV in-
fection. Our findings are consistent with the view that the 
pathogenic potential of M. sherrisii is comparable to that 
of other well-known NTM species (e.g., MAC) responsible 
for disease both in HIV-positive and HIV-negative patients. 
The retrospective determination of the MICs of antimicro-
bial agents potentially active against slowly growing my-
cobacteria (online Technical Appendix Table 2) confirmed, 
for the 4 strains of M. sherrisii, the well-known multidrug 
resistance of the species (8). The therapeutic failure was 
thus not surprising because clarithromycin was the only 
drug among those administered during the treatment that 
had been shown to be active in vitro. This report provides 
evidence that conducting appropriate microbiological in-
vestigations is essential before initiating a treatment with 
second-line TB drugs (9).
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To the Editor: In HIV-infected persons in Cameroon 
(Central Africa), histoplasmosis is still misdiagnosed as 
tuberculosis because of clinical similarities (1,2). These 
patients are automatically given presumptive antitubercu-
lous therapy, although tuberculosis is not confirmed. The 
patients subsequently die of probable disseminated histo-
plasmosis (DH), and the fungal infection might finally be 
detected in postmortem tissue samples (3). In this context, 
3 cases of DH were detected in HIV-infected patients with-
in a 1-year period (2007–2008) in Yaoundé, Cameroon. We 
initiated this study to investigate the occurrence of histo-
plasmosis in HIV-infected patients in 4 medical centers for 
AIDS treatment in Yaoundé from December 2008 through 
December 2011.

We recruited patients with known HIV status who 
agreed to participate in the study. Inclusion criteria were 
CD4 cells <200/mm3, fever and cough of >2 weeks’  

LETTERS


