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Japanese Macaques (Macaca fuscata) 

as Natural Reservoir of Bartonella 

quintana 

Technical Appendix 

Technical Appendix Table. Sequence types and allelic profiles identified in Bartonella quintana strains*  

ST 

Allele 

Reference atpF bqtR ftsZ gap gltA groEL nlpD ribE rpoB 

1 1 1 1 1 1 1 1 1 1 12 

2 1 1 1 1 1 1 1 1 2 12 

3 1 1 1 1 1 1 2 1 2 12 

4 1 1 1 1 1 2 1 1 2 12 

5 1 1 1 1 1 2 2 1 3 12 

6 1 1 2 1 1 3 1 1 2 12 

7 2 1 2 1 1 3 1 1 2 12 

8 3 2 3 2 2 4 3 2 4 6 

9 3 2 3 2 2 5 3 2 4 6 

10 3 3 3 2 2 5 3 2 4 6 

11 4 1 3 2 2 4 3 2 4 6 

12 3 1 4 2 3 5 3 2 4 6 

13 3 1 5 2 2 6 3 2 4 6 

14 3 1 3 2 2 5 3 2 4 6 

15 1 1 4 3 4 6 4 3 4 6 

16 1 1 4 3 4 6 4 3 5 6 

17 1 1 4 3 4 6 5 3 4 6 

18 3 1 4 4 4 6 4 3 4 6 

19 1 1 4 4 4 6 4 3 4 6 

20 1 1 4 3 4 6 4 3 6 6 

21 1 1 4 3 4 6 4 4 4 6 

22 5† 1 3 5 1 6 6 5 4 This study 

*ST, sequence type. 

†The atpF, gap, nlpD, and ribE of ST22 showed new allelic numbers, and then were registered in the GenBank/EMBL/DDBJ under accession 

nos. LC025964 (atpF), LC025965 (gap), LC025966 (nlpD), and LC025967 (ribE). 

‡Six representative strains (MF1-1, MF3-1, MF10-1, MF11-1, MF19-1, and MF34-1) had identical DNA sequences in the 9 

loci. 
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