
 Increase in TB Cases among Prisoners, Brazil

Am J Trop Med Hyg. 2011;84:30–7. http://dx.doi.org/10.4269/
ajtmh.2011.10-0472

  5. Sánchez A, Huber FD, Massari V, Barreto A, Camacho LA, 
Cesconi V, et al. Extensive Mycobacterium tuberculosis circulation 
in a highly endemic prison and the need for urgent environmental 
interventions. Epidemiol Infect. 2012;140:1853–61.  
http://dx.doi.org/10.1017/S0950268811002536

  6. Carbone AS, Paião DS, Sgarbi RV, Lemos EF, Cazanti RF,  
Ota MM, et al. Active and latent tuberculosis in Brazilian  
correctional facilities: a cross-sectional study. BMC Infect Dis. 
2015;15:24. http://dx.doi.org/10.1186/s12879-015-0764-8

  7. Nogueira PA, Abrahão RMCM, Galesi VMN. tuberculosis and latent 
tuberculosis in prison prisoners. Rev Saude Publica. 2012;46:119–
27. http://dx.doi.org/10.1590/S0034-89102011005000080

  8. Estevan AO, Oliveira SM, Croda J. Active and latent tuberculosis 
in prisoners in the Central-West Region of Brazil. Rev Soc  
Bras Med Trop. 2013;46:515–8. http://dx.doi.org/10.1590/ 
0037-8682-1441-2013

  9. Sacchi FPC, Praça RM, Tatara MB, Simonsen V, Ferrazoli L, 
Croda MG, et al. Prisons as reservoir for community transmission 
of tuberculosis, Brazil. Emerg Infect Dis. 2015;21:452–5.  
http://dx.doi.org/10.3201/eid2103.140896

10. Sgarbi RVE, Carbone AS, Paião DSG, Lemos EF, Simionatto S,  
Puga MA, et al. A cross-sectional survey of hiv testing and 
prevalence in twelve brazilian correctional facilities. PLoS One. 
2015;10:e0139487. http://dx.doi.org/10.1371/journal.pone.0139487

11. Strazza L, Azevedo RS, Carvalho HB, Massad E. The  
vulnerability of Brazilian female prisoners to HIV infection.  

Braz J Med Biol Res. 2004;37:771–6. http://dx.doi.org/10.1590/
S0100-879X2004000500020

12. Berra JAP, Bacetti LB, Buzo AA. Seroprevalence of HIV, syphilis, 
and hepatites B and C among women confined at Centro de  
Ressocialização Feminino of Rio Claro, São Paulo. Revista di 
Instituto Adolfo Lutz (Impresso). 2006;65:133–6.

13. Barbour V, Clark J, Jones S, Veitch E; PLoS Medicine Editors.  
The health crisis of tuberculosis in prisons extends beyond the  
prison walls. PLoS Med. 2010;7:e1000383. http://dx.doi.org/ 
10.1371/journal.pmed.1000383

14. Legrand J, Sanchez A, Le Pont F, Camacho L, Larouze B.  
Modeling the impact of tuberculosis control strategies in highly 
endemic overcrowded prisons. PLoS One. 2008;3:e2100.  
http://dx.doi.org/10.1371/journal.pone.0002100

15. Ribeiro Macedo L, Reis-Santos B, Riley LW, Maciel EL.  
Treatment outcomes of tuberculosis patients in Brazilian prisons:  
a polytomous regression analysis. Int J Tuberc Lung Dis. 
2013;17:1427–34. http://dx.doi.org/10.5588/ijtld.12.0918

16. Urrego J, Ko AI, da Silva Santos Carbone A, Paião DS, Sgarbi RV, 
Yeckel CW, et al. The impact of ventilation and early diagnosis  
on tuberculosis transmission in Brazilian prisons. Am J  
Trop Med Hyg. 2015;93:739–46. http://dx.doi.org/10.4269/
ajtmh.15-0166

Address for correspondence: Jason R. Andrews, Stanford University, 
Division of Infectious Diseases and Geographic Medicine, 300 Pasteur 
Dr, Lane 141, Stanford, CA 94305, USA; email: jandr@stanford.edu

 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 23, No. 3, March 2017 499

 

Sources
  1. Schreiber PW, Kuster SP, Hasse B, Bayard C,  

Rüegg C, Kohler P, et al. Reemergence of Myco-
bacterium chimaera in heater–cooler units despite 
intensified cleaning and disinfection protocol. 
Emerg Infect Dis. 2016;22:1830–3. http://dx.doi.
org/10.3201/eid2210.160925

  2. Struelens MJ, Plachouras D. Mycobacterium  
chimaera infections associated with heater-cooler 

units (HCU): closing another loophole in patient 
safety. Euro Surveill. 2016;21:1–3. http://dx.doi.org/ 
10.2807/1560-7917.ES.2016.21.46.30397

  3 Tortoli E, Rindi L, Garcia MJ, Chiaradonna P, Dei R, 
Garzelli C, et al. Proposal to elevate the genetic  
variant MAC-A, included in the Mycobacterium avium 
complex, to species rank as Mycobacterium chimaera 
sp. nov. Int J Syst Evol Microbiol. 2004;54:1277–85. 
http://dx.doi.org/10.1099/ijs.0.02777-0

Mycobacterium chimaera [miʺko-bak-tērʹe-əm ki-mērʹə]

etymologia

Address for correspondence: Ronnie Henry, Centers for Disease Control and Prevention, 1600 Clifton Rd NE, Mailstop 
E03, Atlanta, GA 30329-4027, USA; email: boq3@cdc.gov

DOI: http://dx.doi.org/10.3201/eid2303.ET2303

Formerly an unnamed Mycobacterium sequevar within the M. avium–
M. intracellulare–M. scrofulaceum group (MAIS), M. chimaera is an 

emerging opportunistic pathogen that can cause infections of heart valve 
prostheses, vascular grafts, and disseminated infections after open-heart 
surgery. Heater–cooler units used to regulate blood temperature during car-
diopulmonary bypass have been implicated, although most isolates are re-
spiratory. In 2004, Tortoli et al. proposed the name M. chimaera for strains 
that a reverse hybridization–based line probe assay suggested belonged to 
MAIS but were different from M. avium, M. intracellulare, or M. scrofu-
laceum. The new species name comes from the chimera, a mythological 
being made up of parts of 3 different animals.

Etruscan bronze statue depicting the legendary 
monster, the chimera. National Archaeological 
Museum, Florence. Photograph  by Lucarelli 
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