Article DOI: https://doi.org/10.3201/eid2512.181513

Human Infection with Orf Virus and
Description of Its Whole Genome, France,

Appendix

2017

10000 20600
v

30000

40000

50000

60000

70000

80000 90000 100000
~- -

110000

120000

13000(

20000
T

50000

60000
:

70000

80000

90000 100000 110000 120000 130000
v

ORF-B029 ' ’ .
10000 20000 30000 40000 50000 60000 / 70000 80600 90000 IOOW-%E 130000
A ™ T y -
=
R
v
ORE-D170]
10000 20000 30000 40600 50000 60000 70000 80000 90600 100000 110000 120000 130040
Arlvr -. e - T v v
R |
v
ORE-GO [ . , . .
10000 20000 30000 40600 50000 60600 70000 80600 90000 100000 110000 120000 130001
AW T T - -r v T
=|
R
v
ORF-NA1:11
10000 20000 30000 40000 50000 60000 | 70000 80000 90000 100000 110000 120000  1300¢
arnrﬁ T L T i i3 " r 1
R
v
ORE-NP.
10600 20800 30000 40000 50800 60600 70000 80600
AN v ~ — ——
- |
R
v \
ORF-NZ2 ! 3 . . ;
10000 20000 30000 40000 50000 60000 70000 80000 90000 100000 110000 120000 130000
A T - - e -
R
v
ORE-QV-SAQ0 L + T + v
10000 20000 30600 40000 50000 60000 70000 80600 90000 100000 110000 120000 130000
A T T T P ™ —p— p———
R r
v
QORF-QV IA82 T - T v
10000 20000 30000 40000 50000 60000 70600 80000 90000 100000 110000 120000 130000
Arn [ el - 'g -r T L Jann r o e "‘f‘
R
v [
ORE-SI1 | . ; . . |
10000 20000 30600 40000 50000 60000 700600 80000 90600 100000 110000 120000 130000 |
Ay ™ Y T L e s
=1 \
R |
b |
ORE-YX S = = =
10000 20000 30000 40000 50000 60000 70000 80600 90000 100000 110000 120000 130000 |
AW 1 R T T " v
=|
R

Orf virus strain OV-HN3:12

Appendix Figure 1. Mauve alignment obtained for orf virus genomes, France, 2017.
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Appendix Figure 2. Mauve alignment obtained for different parapoxvirus genomes, France, 2017.

Appendix Figure 3 (below). Alignment of sequences for orf viruses, France, 2017.
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Tools (/Tools/) > Multiple Sequence Alignment (/Tools/msa) > MView

Results for job mview-120180712-133951-0236-40078163-p1m

Reference sequence (1): Orf virus OV-SAO0O0 NC 005336.1 115015-122053
Identities normalised by aligned length.
Colored by: identity
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TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGGCTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGGCTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGGCTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGGCTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGGCTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTTGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTACCGGACTTCGTAAACGCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGACTTCGTAAACTCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTASCGGUCTTCGTAAACSsGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGUCTTCGTAAACSCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGUCTTCGTAAACSCGCAGACATGCCGCTGTTCCGGAAGCTCATGG
TACGACGAGTAGCCGCCAAAACTGAATAACTATCGGUCTTCGTAAACSCGCAGACATGCCGCTGTTCCGGAAGCTCATGG

. 1 . . . . : .

TCTCCCGCGCCCTCGTCAAGGAATGTTTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TCTCTCGCGCCCTCGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTGCCCACGCGATGCTTCCTCCCG
TTTCGCGCTCCCTGGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACGCGATGCTTCCTCCCA
TTTCGCGCTCCCTGGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACGCGATGCTTCCTCCCA
TTTCGCGCTCCCTGGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TTTCGCGCTCCCTGGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCTACGCGATGCTTCCTCCCG
TCTCCCGCGCCCTCGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TCTCCCGCGCCCTCGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TTTCGCGCTCCCTGGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACGCGATGCTTCCTCCCG
TTTCGCGCTCCCTGGTCAAAGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTGCCCACGCGATGCTTCCTCCCG
TCTCCCGCGCCCTCGTTAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TCTCCCGCGCCCTCGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACCCGATGCTTCCTCCCG
TsTCsCGCsCCCTsGTsAAUGAATGTSTGACTCTGGACTTCCGGCAGGGCGAGCGTCTSCCsACsCGATGCTTCCTCCCu
TsTCsCGCsCCCTsGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTsCCCACSCGATGCTTCCTCCCu
TsTCsCGCsCCCTsGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACSCGATGCTTCCTCCCG
TsTCsCGCsCCCTsGTCAAGGAATGTCTGACTCTGGACTTCCGGCAGGGCGAGCGTCTCCCCACSCGATGCTTCCTCCCG

. . . 2 . . . .

GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGAACGAAGTCTCCAGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACAAACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCTGGGACGACATTCCACAGAGTCTGCGACACTTCGCCGCTGACGGACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCTGGGACGACATTCCACAGAGTCTGCGACACTTCGCCGCTGACGGACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGGACGAAGTATCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGGACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGAACGAAGTCTCCAGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGAACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGGACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCAGGGACAACCTTCCACAGAGTCTGCGACACCTCGCCGCTGACGGACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGAACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACAAACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCsGGGACuUACSTTCCACAGAGTCTGCGACACSTCGCCGCTGACUUACGAAGTsSTCCsGGCACGTGCAGGAGCC
GTGCCCGCsGGGACGACATTCCACAGAGTCTGCGACACSTCGCCGCTGACUUACGAAGTCTCCsGGCACGTGCAGGAGCC
GTGCCCGCuGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGUACGAAGTCTCCCGGCACGTGCAGGAGCC
GTGCCCGCGGGGACGACATTCCACAGAGTCTGCGACACCTCGCCGCTGACGUACGAAGTCTCCCGGCACGTGCAGGAGCC

: . . . . 3 . .
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGLCACGLCCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCATGCCGC
CGTCATGGGCACCGGACGAGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCATGCCGC
CGTCATGGGCACCGGACGAGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCATGCCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGGCAGGGCATGATCGGCGACAACGCGGGCATGTCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCATGGCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGLCACGLCCGC
CGTCATGAGCACCGGAAGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGAATGCCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGGCAGGGCATGATCGGCGACAACGCGGGCATGGCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCATGCCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCACGCCGC
CGTCGCATGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCA——————
CGTCususGCACCGGAsGuUGTCCAGTACTACTACTTCGAGAGCGGsCAGGGCATGATCGGCGACAACGCGGGSsA. . . v & &
CGTCATGUGCACCGGACGUGTCCAGTACTACTACTTCGAGAGCGGSCAGGGCATGATCGGCGACAACGCGGGCASGSCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCASGSCGC
CGTCATGGGCACCGGACGGGTCCAGTACTACTACTTCGAGAGCGGCCAGGGCATGATCGGCGACAACGCGGGCASGsCGC
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GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAAACC
G---GCTCGTGTGCACGCGCTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCGGACAAGACC
GCATGCTCGTGTGCACGCGCTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACC
GCATGCTCGTGTGCACGCGCTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACC
GCATGCTCGTGTGCACGCGCTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACC
GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACC
GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAAACC
GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAAACC
GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACT
GCATGCTCGTGTGCACGCGCTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAGACC
GCATGCTCGTGTGCACGCGGTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAAACC

G...GCTCGTGTGCACGCGSTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCUGACAAUACS
GCATGCTCGTGTGCACGCGSTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAUACC
GCATGCTCGTGTGCACGCGSTCGGCGTACAACGGCGGCGACGTCGTCGTGCGGTCCACGCGGAGCAGAGCAGACAAUACC

GTGGTCGCGCCCTGCCAGGGCATGGTGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGCGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGCGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTCGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGTTGCTGAGTCCCTTCTGCGCCTTCGACATCACGCCGGTCGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGTTGCTGAGTCCCTTCTGCGCCTTCGACATCACGCCGGTCGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGCGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGCGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGTGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTGGAGAGCGGCTC

GTGGTCGCGCCCTGCCAGGGCATGGSGCTGSTGCTGAGSCCCTTCTGCGCCTTCGACATCACGCCGGTSGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGSGCTGSTGCTGAGSCCCTTCTGCGCCTTCGACATCACGCCGGTsGAGAGCGGCTC
GTGGTCGCGCCCTGCCAGGGCATGGSGCTGCTGCTGAGCCCCTTCTGCGCCTTCGACATCACGCCGGTsGAGAGCGGCTC

. 5 . . . . : .
CGCGATATTCGCGGAGGTCACGGTCGGCGCGCCCAGCATGGACCACGTCGAGGCGGTCGCCGGCGACGGCGACGCGGCCG
CGCGATATTCGCGGAGGTCATCGTCACCGCGCCCAGCATGGACCACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTTGCGGAGGTCATCGTCACCGCGCCCAGCATGGACCACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTTGCGGAGGTCATCGTCACCGCGCCCAGCATGGACCACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTCGCGGAGGTCATCGTCACTTCGCCCAGCATGGACCACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTCGCGGAGGTCATCGTCACCGCGCCCAGCATGGACTACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTCGCGGAGGTCACGGTCGGCGCGCCCAGCATGGACCACGTCGAGGCGGTCGCCGGCGACGGCGACGCGGCCG
CGCGATATTCGCGGAGGTCACGGTCGGCGCGCCCAGCATGGACCACGTCGAGGCGGTCGCCGGAGACGGCGACGCGGCCG
CGCGATATTCGCGGAGGTCATCGTCACCGCGCCCAGCATGGACCACGTCGAGGCGGTCACCGGCACGGGCGAGGCGGCCG
CGCGATATTCGCGGAGGTCATCGTCACCGCGCCCAGCATGGACCACGTCGAGGCGGTCACCAGCACGGGCGAGGCGGCCG
CGCGATATTCGCGGAGGTCACGGTCGGCGCGCCCAGCATGGACCACGTCGAGGCGGTCGCCGGTGACGGCGACGCGGCCG

CGCGATATTsGCGGAGGTCAsSsGTCusssCGCCCAGCATGGACSACGTCGAGGCGGTCuCCuGsussGGCGAsSGCGGCCG
CGCGATATTSGCGGAGGTCAssGTCusCGCGCCCAGCATGGACCACGTCGAGGCGGTCuCCGGsussGGCGAsGCGGCCG
CGCGATATTCGCGGAGGTCAsSSGTCusCGCGCCCAGCATGGACCACGTCGAGGCGGTCuCCGGCussGGCGAsSGCGGCCG

. . . 6 . . . .
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCAAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TTCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC

TsCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCuAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC
TGCGGATATTCAACTCGCACCACCCGCTCTGGCCGCGACACGGCTCGAACGTCTGCTTCGCGCTGCGGTTGCTGCGAGAC

: . . . . 7 . .
GCGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATAGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GCGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATAGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GCGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATAGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GCGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATAGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGTTGAGGACGTCCTGCGGCAA
GTGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATGGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GCGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATAGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA

GsGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATUGACGGGCGCTGGCACACCGTGSTGAGGACGTCCTGCGGCAA
GsGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATUGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA
GsGCGCACGGGCGAGCGCGTGGTCGAGCAGATGTTCATUGACGGGCGCTGGCACACCGTGCTGAGGACGTCCTGCGGCAA

. . : . . . . 8
CAAGGTCTGCGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGATATCA
CAAGGTCTGCGTGCCTGCCGACCTCGTGGGCCATACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAAATCA
CAAGGTCTGCGTGCCTGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCA
CAAGGTCTGCGTGCCTGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCA
CAAGGTCTGCGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCA
CAAGGTCTGCGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCA
CAAGGTCTGTGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGATATCA
CAAGGTTTGCGTGCCCGCAGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGATATCA
CAAGGTCTGCGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCG
CAAGGTCTGCGTGCCCGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGAGATCA
CAAGGTCTGCGTGCCCGCAGACCTCGTGGGCCAGACGAGCCTCGAGGAGGTGCCCTTCTGCGACGTAACGCCCGAGATCA

CAAGGTSTGSGTGCCsGCsGACCTCGTGGGCCASACGAUCCTCGAGGAGGTGCCCTTCTGCGACGTUACGCCCGASATCu
CAAGGTCTGCGTGCCsGCsGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGASATCA
CAAGGTCTGCGTGCCsGCCGACCTCGTGGGCCAGACGAACCTCGAGGAGGTGCCCTTCTGCGACGTGACGCCCGASATCA

TGCGCCGCGCGCTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCGCCGCTGCGTGTACGGGGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCACTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC

480
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800
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Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%

87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%

881

961

1041

1121

1201

1281

TGCGCCGCGCACTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCACTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCGCCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCGACCCGCCGTACGAGGCCGTGGCGCACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCAACCCGCCGTACGAGGCCGTGGCGCACCCGCGCCGCTGCGTGTACGGCGCTATGGACGTC
TGCGCCGCGCGCTGGCGATCAACCCGCCGTACGAGGCCGTGGCGCACCCGCGCCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCGACCCGCCGTACGAGGCCGTGGCGTACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCGACCCGCCGTACGAAGCCGTGGCGCACCCGCACCGCTGCGTGTACGGCGCCATGGACGTC
TGCGCCGCGCGCTGGCGATCAACCCGCCGTACGAGGCCGTGGCGCACCCGCGCCGCTGCGTGTACGGCGTTATGGACGTC

TGCGCCGCGCuCTGGCGATCuACCCGCCGTACGAUGCCGTGGCGSACCCGCuCCGCTGCGTGTACGGSsGssSATGGACGTC
TGCGCCGCGCuCTGGCGATCuACCCGCCGTACGAGGCCGTGGCGCACCCGCUCCGCTGCGTGTACGGCGCSATGGACGTC
TGCGCCGCGCuCTGGCGATCuACCCGCCGTACGAGGCCGTGGCGCACCCGCUCCGCTGCGTGTACGGCGCCATGGACGTC

. 9 . . . . : .
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGGAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTTGTGTACTGCACCTTCAAAACGGAGCCGGCGCGGCGCAACACGTCCTCGCCGGGCCCTAG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGACACGGCGCAGLCACGTCCTCGCCGGG CCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGTACGTCCTCGCCGGGTCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGTACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGACACGGCGCAGCACGTCCTCGCCGGGCCC-GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC-GG

CGGTGCGCGAACGAGTACCTsSsGTGTACTGSACCTTCAAUACGGAGCCGUCUCGGCGSAuUSACGTCCTCGCCGGGSCC.uG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGUCUCGGCGCAGCACGTCCTCGCCGGGCCC.GG
CGGTGCGCGAACGAGTACCTCGTGTACTGCACCTTCAAGACGGAGCCGGCGCGGCGCAGCACGTCCTCGCCGGGCCC. GG

. . . 0 . . . .
ACGGCCCCCIGTCGCCCGCGACTCCGTCGGCCTCGCAGCCCGCGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGACC
ACGCCCCCCTGTCGCCCGCGACTCCGTCAACCTCGCGGGCCGCGGCCGCGCGCGCCCCGACAACGCCGCAGGAAGTGACC
ACGGCCCCTTGTCGCCCGCGACTCCGTCGACCTCGCGGGCCGTGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGACC
ACGGCCCCTTGTCGCCCGCGACTCCGTCGACCTCGCGGGCCGTGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGACC
ACGGCCCCCTGTCGCCCGCGACTCCGTCGACCTCGCGGGCCGCGGCTGCGCGCGCCCCCACGACGCCGCAGGAAGTGGCC
ACAGCCCGCTGTCGCCCGCGACTCCGTCGACCTCGCGGGCCGCGGCCGCGCGCGTCCCCACGACGCCGCAGGAAGTGGCC
ACGGCCCCCIGTCGCCCGCGACT---TTGATCTCGCAGGCCGCGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGACC
ACGGCCCCCTGTCGCCCGCGACTCCGTCGACTTCGCAGGCCGCGGCCGCGCGCGCCCCAACGACGCCGCAGGAAGTGACA
ACGGCCCCCTIGTCGCCCGCGACTCCGTCGACCTCGCAGGCCGCGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGGCC
ACAGCCCGCTIGTCGCCCGCGACTCCGTCAACCTCGCAGGCCGCGGCCGCGCGCACCCCCACGACGCCTCAGGAAGTGACC
ACGGCCCCCTGTCGCCCGCGACTCCGTCGACTTCGCAGGCCGCGGCCGCGCGCGCCCCGACGACGCCGCAGGAAGTGACC

ACusCCCssTGTCGCCCGCGACT. . .TsuussTCGCuGsCCGsGGCsGCGCGCusCCCsACuUACGCCsCAGGAAGTGuUCs
ACuGCCCssTGTCGCCCGCGACTCCGTCuACSTCGCuGGCCGsGGCCGCGCGCGCCCCsACGACGCCGCAGGAAGTGuUCC
ACGGCCCCCIGTCGCCCGCGACTCCGTCGACCTCGCuGGCCGCGGCCGCGCGCGCCCCsACGACGCCGCAGGAAGTGuUCC

: . . . . 1 . .
TCGCCGACCACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACTGACT-TGACC--AAGGA-CCCACCGTCCACT
TCGC---CCACGAGGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACTGACCCTAACCTGAAGGACCCCACCGCCCACT
TCGCCGACAACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCCAC-CTCACT
TCGCCGACAACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCCAC-CTCACT
TCGCCGACCACGAGGCTCGTGGAGACCTGCCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCACCGTCCACT
TCGCCGACCACGAGGCTCCTGGAGACCTGTCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCACCGTCCACT
TCGCCGACCACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACTGACT-TGACCCAAGGAC-CCCACCGTCCACT
TCGCCGACCACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGAC-====— TGACCCAAAGGA-CCCCACCTCCACT
TCGCCGACCACGAGGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCCACCTCCACT
TCGCCAACCACGAGGCTCGTAGAGACCTGTCTGCGCGACGCCCTCGACGGACTCTGACCCGAAGGA-CCCACCGTCCACT

TCGCCGACCACGAAGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGAC—===== TGACCCGAGGGA-CCCACCGTCCACT
TCGC. ..CsACGAUGCTCsTuGAGACCTGsCTGCGCGACGCCCTCGAC......TuACC. .AuGus.CCCssC.ssCACT
TCGCCuACsACGAUGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGAC. ... .. TGACCsuAuGGA.CCCssC.ssCACT

TCGCCGACCACGAUGCTCGTGGAGACCTGTCTGCGCGACGCCCTCGACSGACSs . TGACCCuAAGGA .CCCssCssCCACT

. . : . . . . 2
CACATTCCACTGCCAGACAACAGACTCAAGCTTTTTCTGCATCTACCTCACCGATAATTGAATTGTTATAGGACAAACAG
CACATTCCACGGCCAGACAACAGACGCAAGCTTTTTTTGCATCTACCTCGCTGATAATTGAATTGTTATAGTACAAACAG
CACGCACCACTTCCAGACGACAGACTCAGGCTTTTTCTGCATCTACCTCACTGATAATTGAATTGTTATAGGACAAACAG
CACGCACCACTTCCAGACGACAGACTCAGGCTTTTTCTGCATCTACCTCGCTGATAATTGAATTGTTATAGGACAAACAG
CACATTCCACTGCCAGAC----AACTCAAGCTTTTTCTGCATCTACCTCGCTAATAATTGAATTGTTATAGTACAAACAG
CACATTCCACTGCCAGAC----AACTCAAGCTTTTTCTGCATCTACCTCGCTAATAATTGAATTGTTATAGGACAAACAG
CACGTTCCACTGCCAGACAACAGACTCAAGCTTTTTCTGCATCTACCTCACCGATAATTGAATTGTTATAGGACAAACAG
CACATTCCACTGCCAGACAACAGACTCAAGCTTTTTCTGCATCTACCTCACCGATAATTGAATTGTTATAGGACAAACAG
CACGCACCACTGCCAGACAACAGACTCAGGCTTTTTCTGCATCTACCTCGCTGATAATTGAATTGTTATAGGACAAACAG
CACATTCCACTGCCAGAC----AACGCAAGCTTTTTCTGCATCTACCTCGCTAATAATTGAATTGTTATAGTACAAACAG
CACGTTCCACTGCCAGACAACAGACTCAAGCTTTTTCTGCATCTACCTCACCGATAATTGAATTGTTATAGGACAAACAG

CACussCCACssCCAGAC. .. .uACsCAuUGCTTTTTSTGCATCTACCTCuCsuATAATTGAATTGTTATAGSACAAACAG
CACussCCACTsCCAGAC. .. .uACsCAuUGCTTTTTCTGCATCTACCTCuCsuATAATTGAATTGTTATAGSACAAACAG
CACussCCACTGCCAGAC. .. .uACTCAUGCTTTTTCTGCATCTACCTCuCsuATAATTGAATTGTTATAGSACAAACAG

GCGCACTCGAGCACAATGGCGTGTCTTATCGAATGGGTCGACTCCATCTTCAACCGACGCCACCGTAATTTCGGGCCGGA
GCGCACTCAAGCACAATGGCGTGTITTTCTCGAATTGTTAGACTCCATCTTCAACCGACGCCACCGTAATTTCAGGCCGGA
GTGCACTCGAGCACAATGGCGTGTTTTCTCGAATTGTTAGACTCCATCTTCAACAGACACCACCGTAATTTCAGGCCGGA
GCGCACTCGAGCACAATGGCGTGTTTTCTCGAATTGTTAGACTCTATCTTCAACCGACACCACCGTAATTTCGGGCCGGA
GCGCACTCGAGCACAATGGCGTGTITTTATCGAATTGTTAGACTCCATCTTCAACCGACACCACCGTAATTTCGGGCCGGA
GCGCACTCGAGCACAATGGCGTGTTTTATCGAATTGTTAGACTCCATCTTCAACCGACGCCACCGTAATTTCGGGCCGGA
GCGCACTCGAGCACAATGGCGTGTCTTATCGAATGGGTCGACTCCATCTTCAACCGACACCACCGTAATTTTGGGCCGGA
GCGCACTCGAGCACAATGGCGTGTCTTATCGAATGGGTCGACTCCATCTTCAACCGACACCACCGTAATTTTGGGCCGGA
GCGCACTCGAGCACAATGGCGTGTTTTATCGAATTGTTAGACTCCATCTTCAACCGACGCCACCGTAATTTCAGGCCGGA
GCGCACTCGAGCACAATGGCGTGTTTTATCGAATTGTTAGACTCCATCTTCAACCGACACCACCGTAATTTCAGGCCGGA
GCGCACTCGAGCACAATGGCGTGTCTTATCGAATGGGTCGACTCCATCTTCAACCGACGCCACCGTAATTTCGGGCCGGA

GsGCACTCuAGCACAATGGCGTGTSTTsTCGAATSGSTSsGACTCSATCTTCAACSGACuCCACCGTAATTTsuGGCCGGA
GCGCACTCGAGCACAATGGCGTGTSTTSTCGAATSGSTSGACTCCATCTTCAACCGACuUCCACCGTAATTTsuGGCCGGA
GCGCACTCGAGCACAATGGCGTGTSTTSsTCGAATSGSTSGACTCCATCTTCAACCGACuCCACCGTAATTTCuGGCCGGA

. 3 . . . . : .
AGACATGTACAGGCCCTCCGACCCCACCCCGCCCTCCAAATCTCGCACTCCCCGCACCCCGCA-———————— CCAACACA
AGACATGTACAGGCCCTCTGACGCCACCCCGCCCTCTCAATATCGCACGCCTCGCACTCCCCGCACCcccGCaccaaACaCa
AGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCTCACACGCCTCGCACTCCCCG-—————————————— ca
AGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCTCACACGCCTCGCACTCCCCG-—————————————— CA
GGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCTCACACGCCTCGCACTCCCCG-—————=—=———————— CA
GGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCGCACACGCCTCGCACTCCCCG-—————————————— ca

960
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Orf virus GO

Orf virus B029
Orf virus IHUMI-1
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Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%
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98.8%
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24.1%
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Orf virus_ SJl
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Orf virus D1701
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AGACATGTACAGGCCCTCCGACCCCACCCCGCCCTCCAAATCTCACACTCCCCGCACCCTGCA-———————— CCAACACA
AGACATGTACAGGCCCTCCGACCCCACCCCGCCCTCCAAATCTCGCACTCCCCGCACCCTGCA-———————— CCAACACA
GGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCTCACACGCCTCGCACTCCCCG-==-==—========== CA
GGACATGTACAGGCCCTCTGACG---CCCCGCCCCCCAAATCTCACACGCCTCGCACCCCCCG-—————=====—=——~ CAa
AGACATGTACAGGCCCTCCGACCCCACCCCGCCCTCCAAATCTCGCACGCCTCGCACCCCGCA-———————= CCAACACA
UGACATGTACAGGCCCTCsGACSs . . .CCCCGCCCsCssAATssSCuCACsCCsCGCACsSCssCU..cceeeeeees...CA
UGACATGTACAGGCCCTCsGACs . . .CCCCGCCCsCCAAATCTCuCACSCCSCGCACSCSSCU. e ccoeeocencens CA
UGACATGTACAGGCCCTCsSGACs. . .CCCCGCCCsCCAAATCTCuCACSCCSCGCACSCCSCU . cccceeeeecacnse CAa

. . 4 . .

CCCCGCGGAACCGGTGTCCTGAACGTCCGCGGCGACACAACTCTTCTCCCATCTGCGGTGCTTGTGTGGACTCCCTGCCG
CCCCGCGGAACCAGTGTTCCGGACACCCGCGGCGACACAACTCCTCTCCCATCTGCGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTCCCGGACACCCGCGGCGACAAAACTCCTCTCCCATCTACGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTCCCGGACACCCGCGGCGACAAAACTCCTCTCCCATCTACGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTCCCGGACACCCGCGGCGACAAAGCTCCTCTCCCATCTACGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTCCCGGACACCCGCGGCGACAAAGCTCCTCTCCCATCTACGGCGCTTATGTGGACTCCCTGCCG
CCCCGCGGAACCAGTGTCCTGAACGTCCGCGGCGACACAACTCTTCTCCCATCTGCGGTGCTTGTGTGGACTCCCTGCCG
CCCCGCGGAACCAGTGTCCTGAACGTCCGCGGCGACACAACTCTTCTCCCATCTGCGGTGCTTGTGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTTCCGGACACCCGCAGCGACAAAGCTCCTCTCCCATCTACGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGACCCAGTGTCCCGGACACCCGCGGCGACACAACTCCTCTCCCATCTACGGTGCTTATGTGGACTCCCTGCCG
CCCCGCGGAACCAGTGTCCTGAACGCCCGCGGCGACACAACTCTTCTCCCATCTGCGGTGCTTGTGTGGACTCCCTGCCG

CCCCGCGGAsSCCuGTGTsCsGuACusCCGCuGCGACASAUCTCsTCTCCCATCTuCGGsSGCTTuTGTGGACTCCCTGCCG
CCCCGCGGASCCAGTGTsCsGuACusCCGCGGCGACASAUCTCsTCTCCCATCTuCGGTGCTTUTGTGGACTCCCTGCCG
CCCCGCGGASCCAGTGTCCsGuACusCCGCGGCGACASAUCTCSTCTCCCATCTuCGGTGCTTUTGTGGACTCCCTGCCG

. . . . 5 . .
AGGAACAGAAAGCGGTTCCAGCATCGACACAGTTGTCCCGGAGATTACGAGCAGTGTCAACTCTCGGAAACCATCAGCCT
AGGAACAGAAAGCGGTTCTGGCATCAACACAGTTGTCCCGGAGATTACGAGCAGTGTCAACTCCCGAACACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGAGGATTACGAGCGGTGTCAACTATCGGACACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGAGGATTACGAGCGGTGTCAACTATCGGACACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGGAGATTACGAGCGGTGTCAACTCCAGGACACTATCAGCCT
AGGAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGGAGATTACGAGCGGTGTCAACTCTCGGACACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGCATCGACACAGTTGTCCCGGAGATTACGAGCAGTGTCAACTCTCGGAAACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGCATCGACACAGTTGTCCCGGAAATTACGAGCAGTGTCAACTCTCGGAAACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGGAGATTACGAGCGGTGTCAACTCTCGGACACCATCAGCCT
AGAAACAGAAAGCGGTTCCAGAATCAACACAGTTGTCCCGGAGATTACGAGCGGTGTCAACTCTCGGACACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGCATCGACACAGTTGTCCCGGAGATTACGAGCAGTGTCGACTCTCGGAAACCATCAGCCT

AGuAACAGAAAGCGGTTCsuGsATCuACACAGTTGTCCCGuuuATTACGAGCuUGTGTCuACTsssGuAsACsATCAGCCT
AGGAACAGAAAGCGGTTCCAGSATCuACACAGTTGTCCCGUUGATTACGAGCUGTGTCAACTssCGGASACCATCAGCCT
AGGAACAGAAAGCGGTTCCAGSATCuACACAGTTGTCCCGGAGATTACGAGCUGTGTCAACTCTCGGASACCATCAGCCT

. . : . . . . 6
GGAGGCGACGCTACTCACGGTTACAACGACTTCCATCTCCAGCATCTCCAGCATATACAGCTCTAGTAGCTCAGACTCTA
GGATGCGACGCTACTCACAGTTACATTGACGTC--———===— TATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA

GGAGGCGACGCTACTCACGGTTACAGTGACGTCCATCTCCAGCATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA
GGAGGCGACGCTACTCACGGTTACAGTGACGTCCATCTCCAGCATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA
GGAGGCGACGCTACTCACGGTTACCTCGACTTIC-———————= CATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA
GGATGCGACGCTACTCACGGTTACAGTGACGTC--==-—=——~ CATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA
GGAGGCGACGCTACTCACGGTTACAACGACTTCCATCTCCAGCATCTCCAGCATATACAGCTCTAGTAGCTCAGACTCTA
GGAGGCGACGCTACTCACGGTTACAACGACTTCTATCTCCAGCATCTCCAGCATATACAGCTCTAGTAGCTCAGACTCTA
GGATGCGACGCTACTCACGGTTACAGTGACGTC--==-—=——~ CATCTCCAGCATATCCAGCTCCAGTAGCTCAGACTCTA
GGATGCGACGCTACTCACGGTTACAGTGACGTC-—=-——=——— CATCTCCAGCATATCCAGCTCTAGTAGCTCAGACTCTA
GGAGGCGACGCTACTCACGGTTACAACGACTTCCATCTCCAGCATCTCCAGCATATACAGCTCTAGTAGCTCAGACTCTA

GGAsSGCGACGCTACTCACuGTTACsssGACSTC.........SATCTCCAGCATATSCAGCTCsAGTAGCTCAGACTCTA
GGAsSGCGACGCTACTCACGGTTACASSGACSTC. . ... CATCTCCAGCATATsCAGCTCTAGTAGCTCAGACTCTA
GGAsSGCGACGCTACTCACGGTTACAUSGACSTC. .. ... CATCTCCAGCATATsCAGCTCTAGTAGCTCAGACTCTA

TCTCTTTGGGGCAGTGCAGACTGTCCATGGTGTCTGCGACATCG—-———— ACCTCCACGACCTTCTCCTCCTCGGAATGA
GCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCG—-———— ACCTCCACGACCCTATCCTCCTCGGAATGA
GCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCGACCTCCACCTCCACGACCTTCTCCTCCTCGGAATGA
GCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCGACCTCCACCTCCACGACCTTCTCCTCCTCGGAATGA

GCTCATTGGGGCAGTGCAGACTGTCCATTGTGTCCGCGACATCG—-———-— ACCTCCACGACCTTCTCCTACTCGTCCTGA
TCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCAACATCAACCTCCACCTCCACAACCTTCTCCTCCTCGGAATGA
GCTCTCTGAGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCG—-———— ACTTCCACGACATTTTCCTCCTCGGAATGA
GCTCTCTGAGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCG—-———— ACCTCCACGACATTTTCCTCCTCGGAATGA

TCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCGACCTCCACCTCCACGACCTTCTCCTCCTCGGAATGA
TCTCTCTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCGACCTCCACCTCCACGACCTTCTCCTCCTCGGAATGA

TCTCTTTGGGGCAGTGCAGACTGTCCATGGTGTCTGCGACATCG--———- ACTTCCACGACATTTTCCTCCTCAGAATGA
sCTCssTGuGGCAGTGCAGACTGTCCATsGTGTCsGCuACATCU. ... . .ACSTCCACUACSSTSsTCCTsCTCusssTGA
SCTCTsTGuGGCAGTGCAGACTGTCCATGGTGTCSsGCGACATCG. . « . . » ACSTCCACGACSTTsSTCCTCCTCGGAATGA
SCTCTsTGGGGCAGTGCAGACTGTCCATGGTGTCCGCGACATCG. . . . . ACCTCCACGACSTTsSTCCTCCTCGGAATGA

. 7 . . . . : .

ACGCTACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCACCACACTTATTTTTGTATA--AGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCGCCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCGCCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCGCCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCGCCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
ACGCTACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGATACATCTACAAATAGTTAGGAAGCATGAGTAGTTCA
ACGCTACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGATACATCTACAAATAGTTAGGAAGCATGAGTAGTTCA
GCACCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
GCGCCACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGAGACATCCACAAATAGTTAGGAAGCATGAGTAGTTCA
ACGCTACGCTTATTTTTGTATAATAGTTTGTATTGAACCTTAGATACATCTACAAATAGTTAAGAAGCATGAGTAGTTCA

UCuCsACuCTTATTTTTGTATA. . AGTTTGTATTGAACCTTAGASACATCSACAAATAGTTAuGAAGCATGAGTAGTTCA
UCuCsACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGASACATCsACAAATAGTTAGGAAGCATGAGTAGTTCA
uCGCsACACTTATTTTTGTATAATAGTTTGTATTGAACCTTAGASACATCSACAAATAGTTAGGAAGCATGAGTAGTTCA

. . . 8 . . . .
AGTAACGAGCCCAC--——-— CCCTAAGCCCAAGCCCCCTGCTCCCATGACTCAGGAGGAGTTTAACAAAGAAGTAGAGAA
AGTAGCGAAACCACACCTAAGCCCAAGCCTATCCCTGCTCCCCCCATGACTCAGGAGGAGTTCAACAGAGAAGTAGAGAA
AGTAGCGAGACCAC--==--- GCCCAAGCCTATCCCTGCTCCTCCCATGACTCAGGAGGAGTTCAACAAAGAAGTAAAGAA
AGTAGCGAGACCAC--——-— GCCCAAGCCTATCCCTGCTCCTCCCATGACTCAGGAGGAGTTCAACAAAGAAGTAAAGAA

AGTAGCGAGACCACCCCTAAGCCCAAGCCCATCCCTGCTCCTCCCATGACTCAGGAGGAGTTTAACAAAGAAGTGAAGAA
AGTAGCGAGACCACCCCTAAGCCCAAGCCCATCCCTGCTCCTCCCATGACTCAGGAGGAGTTTAACAAAGAAGTGAAGAA

AGTAACGAGACCAC--——-— CCCTAAGCCC---CCTGCTCCTCCCATGACCCAGGATGAGTTTAACAAAGAAGTAGAGAA
AGTAACGAGACCAC--——-— CCCTAAGCCC--——-— CCTTCTCCCATGACCCAGGAGGAGTTTAACAAAGAAGTAGAGAA
AGTAGCGAGACTAC--—---- GCCCAAGCCTATCCCTGCTCCTCCCATGACTCAGGAGGAGTTTAACAAAGAAGTAGAGAA
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AGTAGCGAGACTAC—-——--- GCCCAAGCCCATCCCTGCTCCTCCCATGACTCAGGAGGAGTTTAACAAAGAAGTGAAGAA
AGTAACGAGACCAC—-——--- CCCTAAGCCC---CCTGCTCCTCCCATGACCCAGGATGAGTTTAACAAAGAAGTAGAGAA
AGTAuCGAusCsAC......SCCsAAGCCS .. ....SCTsCsCCCATGACsCAGGASsGAGTTsAACAuUAGAAGTuUuAGAA
AGTAUCGAGACSAC. .. ... sCCsAAGCCs...CCssCTsCTCCCATGACSsCAGGASGAGTTsAACAAAGAAGTuuAGAA
AGTAuCGAGACCAC. . ¢ ... sCCsAAGCCs...CCTGCTCCTCCCATGACsCAGGAGGAGTTsAACAAAGAAGTuuAGAA

: . . . . 9 . .

ACGAAGAGAACAAAAAAAGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTGTCTGCCGACGGAACAG
ATGGGAAGAAAAGAAAAGGGAAAAATCTAGAATCGTTGAACGTGAGGCGGAAACCGTAACTGTGTCTGCCGACGGAACAG
ACGGGAAGAAAGGAAAAGGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTATCTTCCGACGGATCAG
ACGGGAAGAAAGGAAAAGGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTATCTTCCGACGGATCAG
ACGAAAAGAACAGAAAAAGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTATCTTCCGACGGATCAG
ACGAAAAGAACAGAAAAAGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTATCTTCCGACGGATCAG
ACGGGAAGAAAGGAAAAGGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTGTCTGGTGACGGAACAG
ACGGGAAGAAAGGAAAAGGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTGTCTGGTGACGGAACAG
ACGGGAAGAAAAGAAAAAGGAAAAACATAGAACCGTTGAACATGAGTTAGAAACCGTAACTGTGTCTGCCGACGGAACAG
ACGAAAAGAACAGAAAAAGGAAAAATCTAGAACCGTTGAACATGAGTTAGAAACCGTAACTGTATCTGCCAACGGAACAG
ACGAAGAGAACAAAAAAAGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTGTCTGGCGACGGAACAG

AsGuuuAGAASuuAAAAuUGGAAAAASSTAGAASCGTTGAACUTGAGSsuGAAACCGTAACTGTuTCTsssuACGGAsSCAG
ACGuuuAGAASuUuAAAAUGGAAAAATCTAGAACCGTTGAACUTGAGTsAGAAACCGTAACTGTuUTCTsssGACGGAsSCAG
ACGuuAAGAASuUGAAAAUGGAAAAATCTAGAACCGTTGAACGTGAGTCAGAAACCGTAACTGTuUTCTssCGACGGASCAG

. . : . . . . 0
AGAAAACAAGGACCTACGAGCGCGAGTCTGTGAAAACAACCGAATCAGAAAAGAACAACAATCCGTCAACC-—--AATGAT
AGAGAACAAGGACCTACGAGCGCGAGTCTGAAAAAACAACTGAAACAGAAAAGAACAACTATCCGTCAACC---AATGAT
AGATAAAAAAGACTTACGAGCGCGAGTCTGAGAGAAGAACCGAAACAGAAAAGAACAAC---ACGTCAACC---GATGAT
AGATAAAAAAGACTTACGAGCGCGAGTCTGAGAGAAGAACCGAAACAGAAAAGAACAAC---ACGTCAACC---GATGAT
AGATAAAAAAGACTTACGAGCGCGAGTCTGAGAGAACAACCGAAACAGAAAAGAACAAC---ACGTCAACCGATGATGAT
AGATAAAAAAGACTTACGAGCGCGAGTCTGAGAGAACAACCGAAACAGAAAAGAACAAC---ACGTCAACC---GATGAT
AGAAAACAAGGACCTACGAGCGCGAGTCTGAGAAAACAACCGAAACAGAAAAGAACAACAATCCGTCAACC-—--AATGAT
AGAAAACAAGGACCTACGAGCGCGAGTCTGAGAAAACAACCGAAACAGAAAAGAACAACAATCCGTCAACC---AATGAT
AGAGAACAAGGATCTACGAGCGCGATTCTGAAAGAACAACCGAAACAGAAAAGAACAAC---ACGTCAACC—=————= AAT
AGATAAAAAAGACTTACGAGCGCGAGTCTGAGAGAACAACCGAAACAGAAAAGAACAAC---ACGTCAACC---GATGAT
AGAAAACAAGGATCTACGAGCGCGAGTCTGAGAGAACAACCGAAAAAGAAACGAACAACAATCCGTCAACC---AATGAT

AGAsAASAAUGASSTACGAGCGCGASTCTGsuAuAAsSAACSGAASSAGAAASGAACAAC. . .sCGTCAACC......uAT
AGAsSAASAAUGASsSsTACGAGCGCGAGTCTGAuUAuUAASAACCGAAACAGAAAAGAACAAC. . .sCGTCAACC. . .uATGAT
AGASAASAAUGACSTACGAGCGCGAGTCTGAGAUAACAACCGAAACAGAAAAGAACAAC. . .sCGTCAACC. . .uATGAT

AATAAGGACAAAGTGACCGACAATCAGCCAAAAGAAGACGATAAGAAACTTGAGGAAACTCCCAAGGACAGTGAGAAGCC
AATAAGCAAAATACTTCTGTAGAGAAACCAGAGGAAACT-—--—-- AAGCCTGCTTCTACTCCTGAAG---GTGAGAAG--
AATAAGCAGAACACCCCTGTAGAGAAACCAGAGGAAACC-—-—-——-- AAGCCTGCTTCTACTCCTGAAG---GTGAGAAG--
AATAAGCAGAACACCCCTGTAGAGAAACCAGAGGAAACC-=———- AAGCCTGCTTCTACTCCTGAAG---GTGAGAAG--
AATAAGCAGAACACCCCTGTAGAGAAACCAGAGGAAACT-—--—-- AAGCCTGCTTCTACTCCTGAAG---GTGAGAAG--
AATAAGCAGAACACCCCTGTAGAGAAACCAGAGGAAACC-—-—-——-- AAGCCTGCTTCTACTCCTGAAG---GTGTGAAG--

AATAAGGACAAAGTGACCGACAACCAGCCAAAAGAAGACGATAAAAAACCTGAGGAAACT---AAGGACAGTGAGAAGCC
AATAAGGACAAAGTGACCGACAATCAGCCAAAAGAAGACGATAAGAAACCTGAGGAAACT---AAGGACAGTGAGAAGCC
GATAAGCAGAACACCCCTGTAGAGAAACCAGAGGAAACT-——--—- AAGCCTGCTTCTACTCCTGAAG---GTGATAAG--
AATAAGCAGAATACTCCTGTAGAGAAACCAGAAGAAACT---—-- AATCCTGCTTCTACTCCTAAAG---GTGAGAAG--
AATAAGGACAAAGTGACCGACAATCAGCCAAAAGAAGACGATAAGAAACTTGAGGAACCTCCTAAGGACGGTGAGAAGCC

uUATAAGsAsAAsusssCsGssuAssAuCCAuAuGAAuUSS......AASCSTGsssssSCT...uAuG. . .GTGssAAG..
AATAAGSAsSsAAsSUSSSCsSGsSSUASSAUCCAUAUGAAUSS .« c o« « AAuCsSTGsssssACT. . .uAuG. . .GTGAGAAG. .
AATAAGSAsAAsSuUSSSCsGssSuAsSAUCCAUAUGAAUSS ..« o« AAUCCTGsssssSACTCCsuAuG. . .GTGAGAAG. .

. 1 . . . . : .
TACACCAACTGAAAAGCCCGCAAACACCTCTTCTGGTGA-———————- TAATAAGAAAGAGGGGGAAGAAGCAACCCTTG
—--—--CCAGCCGAAACTCCTG-----—- CCCCGACTACTGACCCCCAACCCACCACACAACCGCCTGCAGAATCAAACTCTG
--—--CCAGCCGAAACTCCTG------ CCCCGACCACTGACCCCCAACCCACTACACAACCACCCGCAGAATCAAACTCTG
—----CCAGCCGAAACTCCTG------ CCCCGACCACTGACCCCCAACCCACTACACAACCACCCGCAGAATCAAACTCTG
-—-—--CCAGCTGAAACTCCTG-----—- CCCCGACTACTGACCCCCAACCCACTACACAACCACCCGCAGAATCAGGCCCTG
--—--CCAGCCGAGACTCCTG------ CCCCGACTACTGACCCCCAACCTACTACACAACCACCCGCAGAATCAAACCCTG
TACACCAACTGAAAAGCCCGCAGACACCTCTTCTGGTGA-———————-— TAATAAGAAAGAGGGGGAAGAAACAACCCTTA
TACGCCAACTGAAAAGCCCGCAGACACCTCTTCTGGTGA-———————- TAATAAGAAAGAGGGGGGAGAAGCAACCCTTG
--—--CCAGCCGAAACTCCTG------ CCCCGACTACTAACCCCCAACCCACTACACAACCACCCGCAGAATCGAACCCTG
—----CCAGCCGAGACTCCTG------ CCCCGACTACTGACCCCCAACCCACTACACAACCACCCGCAGAATCAAACCCTG
TACACCAACTGAAAAGCCCGCAGACACCTCTTCTGGTGA-———————- TAATAAGAAAGAGGGGGAAGAAGCAACCCTTG
ese.CCAUCSGAUASSCCSG......CCsCssCsusTuA.........SASSASusAAssusssGsAGAAsCuusCssTu
e e+ .CCAUCSGAUASSCCSG...... CCsCssCsusTGA. . .ccceee sAsTAsusAAssusssGsAGAAsCAAsCssTG
«ss.CCAUCSGAAASSCCSG. ... .. CCsCssSCTuSTGA. .« ccesee SASsTAsusAAsSsusssGSAGAAsSCAAsCssTG

. . . 2 . . . .
AGAGTCAACCCACGCCTGCACC-TACTCAGCCATCAAACAGCGA-————————————— AGCAC-—-———————————————
GAAGTCAACCCACACCCGCTCCAGAACCAACCCCAGAATCT-————————————————— GAGCCTACACCTGCATCAAAA

GAAGTCAACCCACACCTGCTCCAGAACCAACCCCCGCACCTGAACCTACTCCGGCTCCAGAGCCTACACCTGCATCAGAG
GAAGTCAACCCACACCTGCTCCAGAACCAACCCCCGCACCTGAACCTACTCCGGCTCCAGAGCCTACACCTGCATCAGAG

GAAGTCAACCCACACCTGTTCCAGAACCAACCCCCGCACCT-————————————————— GAGCCTGCACCGG———-——-— AA
GAAGTCAACCCGCACCTGCTTCAGAACCAACCCCCGCACCT-—-——————————————— GAGCCTGCACCGGAAC--—--
AAAGTCAACCCACGCCTGCACC-TACTCAACCATCAAACAGCGA-————————————— AGCAC-—-———————————————
AGAGTCAACCCACGCCTGCACC-TACTCAGCCATCAAACAGCGA-————————————— AGCAC———\——————————————
GAAGTCAACCCACACCTGCTTCAGAACCAACCCCCGCACCT---——————————————— GAGCCTGCACCGG-—-—-- AA
GAAGTCAACCCACACCTGCTTCAGAACCAACCCCCGCACCT-————————————————— GAGCCTGCATCAGTAACTCAA
AGAGTCAACCCACGCCTGTACC-TACTCAGCCATCAAACAGCGA-————————————=— AGCACCCACTCAACCTCCAAGC
UUAGTCAACCCUCUCCSGSSSC.SASSCAUCCSSSUSASSS .o ccsccsccsoccsoesseGSUC. . e eeceeeceoconsas
UUAGTCAACCCACUCCTGSSSC.SASSCAUCCSSCUSACSS e e ccceeococscocscas GSUC...:ceeeecccccnas
UUAGTCAACCCACUCCTGCssSC.sSASSCAUCCSSCUSACSS . cccceesscosssccos GSUC...ccceeecccccnsns

: 3 .

---------- CCACTCAACCTCCAAGCAGTGAGACTCCACCCACT-CAACCTCCAAGC----AG--TACACCCT-—————
CCCACTCCTGCCACTGAGCCCGC----AGC--AACCGAACCCACTTCAGAACCAAAGC--CAAG--TTCTGTCCCTGAGC
CCCACTCCTGCCACTCAGCCTGC-ATCAGT--AACTCAACCCGCTCCAACACCAGAGC--CAAG--TCCAGCCCCTGAGC
CCCACTCCTGCCACTCAGCCTGC-ATCAGT--AACTCAACCCGCTCCAACACCAGAGC--CAAG--TCCAGCCCCTGAGC
CCCACTCCTGCCACTCAGCCTGC-ATCAGT--AACTCAACCCGCTCCAACACCAGAGC--CAAG--TCCAGCCCCTGAAA

CCCACTCCTGCCACTCAGCCTGC-ATCAGT--AACTCAACCCGCTCCAACACCAGAGC--CAAC--CCCCGCACCTGAGC
CCTGCTCCTGCCACTCAGCCTGC-ATCAGT--AACCGAACCCACTCCAACACCAGAGC--CAAG--TCCAGCCCCTAAGC
AGTACACCATCCACTCAACCTCCAAGCAGTGAGACTCCACCCACT-CAACCTCCAAGCAGTGAGACTCCATCCACTCAAC
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consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

pid 2321
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 2401
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 2481
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 2561
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 2641
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 2721
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

CTACTCCGGCCTCTGATCCAACCCCTGCA-————————————————— CCAGAACTTACACCAGCCGCAGAAC-—==———=—=
CTACTCCGGCTCCTGAACCAACCCCTGCACCAGAACCCACTCCCGCTCCAGAACCTACACCATCCACAGAACCGACTCCT
CTACTCCGGCTCCTGAACCAACCCCTGCACCAGAACCCACTCCCGCTCCAGAACCTACACCATCCACAGAACCGACTCCT
CTACTCCGGCTTCCGAACCAACCCCTGCACCAGAACCCACTCCCGCTCCAAAACCTACACCAGCCACAGAACCGACTCCT
CTACTCCGGCTTCTGAACCAACCCCAGCATCTGAGCCTACTTCTGCTCCAGAACCTACACCATCCGCAGAACCAACTCCT

——————————————————————————————— CTACTCCAGAGCCAGCTCCTTCTACCGAACCAACAACCAACGCCAACGG
—----CAACTGTAGAAGCACCACC--—==——==—=— TGCTACAGCACCAACTTCCGAAACCCAACCAGCCACCAACAGCAATCC
CAACCAACCGTAGAAACACCACC-==——-- ATCTGCTACAGCACCAACTACCGAAGCCCAGCCA---ACCAA---CAATCC
CAACCAACCGTAGAAACACCACC-—-—-——- ATCTGCTACAGCACCAACTACCGAAGCCCAGCCA---ACCAA---CAATCC
CAACCAACCGTAGAAACAACACC-—-—-——-- ATCTGCTCCAGCACCAACTCCCGAGGCCCAACCACCCGCCAA---CAATCC
CAACCAACTGTAGAAACACCACC-=—-——-- ATCTGCTCCAGCACCAACTCCCGAGGCCCAACCACCCGCCAACAGCAATCC

——————————————————————————————— CTACTCCAGAGCCAGCTCCTTCTACCGAACCAACAACCAACGCCAACGG
——————————————————————————————— CTACTCCAGAGCCAGCTCCTTCTACCGAACCAACAACCAACGCCAACGG
CAACCAACCGTAGAAACAACACC-=—-——-- ATCTGCACCAGCACCAACTACCGAAGCCCAGCCA---ACCAA---CAATCC
CAACCAACTGTAGAAACACCACC-—-—-——- ATCTGCTCCAGCACCAACTCCCGAGGCCCAACCACCCGCCAACAGCAATCC
—---CCAAGCAGTGAGACTCCATCCACTGAACCTACTCCAGAGCCAGCTCCTTCCACCGAACCAACAACCAACGCCAACGG

ceeeceeesessesssssssssssscscsscccseesees TUCSSCAGSUCCAUCTSCssssuCCsAuCCA...uCCAA...CAAsss
............................... CTuCTsCAGSuCCAuCTsCssssuCCsAuCCA...uCCAA...CAAsss
............................... CTuCTsCAGSsuCCAuCTsCssssuCCsAuCCA...uCCAA...CAAsss

. 5 . . . . : .
TACACCTGCCGCCACTACTTCAGAAACCACTGCCTAAATGAGTCCGTAAGCATTTCAGAGTAACGTACACTAGTAAGCGA
CGCTACCGAA---ACCACTGGTGCCAGCACCTCCTAAATTAGTCCGTAAGCATTTCAGAGTAACGTACCTTAGCAAGCGC
CACTACTGAAACCACCACTGGTACCAGCACTTCTTAAATGAGACC-TAAGCATTTCAGAGTAAC----CGTAGTAAGCGA
CACTACTGAAACCACCACTGGTACCAGCACTTCTTAAATGAGACC-TAAGCATTTCAGAGTAAC----CGTAGTAAGCGA
CACTACTGAAACTACCACTGGTACCAGCACCTCCTAAGTGAGTACGTAAGCATTTCGGAGTAACGT--CGTAGCAAGCGC
CACTACTGAAACTACCACTGGTACCAGCACCTCCTAAGTGAGTACGTAAGCATTTCGGAGTAACGT--CGTAGCAAGCGC
TACACCTGCCGCCACTACTTCAGAAACCACTGCCTAAATGAGTCCGCAAGCATTTCA---TAACGTA-CGTAGTAAGCGA
TACACCTGCCGCCACTACTTCAGAAACCACTGCCTAAATGAGTCCGCAAGCATTTCA---TAACGTA-CGTAGTAAGCGA
CACTACTGAAACTACCACTGGTACCAGCACTTCTTAAGTGAGTCCGTAAGCATTTCAGAGTAACGT--CGTAGCAAGCGC
CACTACTGAAACTACCACTGGTACCAGCACCTCCTAAGTGAGTACGTAAGCATTTCAGAGTAACGT--CGTAGCAAGCGC
TACACCTGCCGCCACTACTTCAGAAACCACTGCCTAAATGAGTCTGTAAGCATTTCAGAGTAACGT--ACTAGTAAGCGA

suCssCsGss...ACsACTsssussAsCACssCsTAAuTsAGsss . sAAGCATTTCu...TAAC....ssTAGsAAGCGs
SACssCTGssuCsACsACTsssussAsCACssCsTAAUTGAGssC.sAAGCATTTCu. ..TAAC....SSTAGSAAGCGs
SACssCTGssuCsACsACTsssussAsSsCACssCsTAAUTGAGTsCGTAAGCATTTCAGAGTAACGT. .CsTAGsAAGCGs

. . . 6 . . . .
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTCGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTCGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTTGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTAGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAG-TTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAG-TTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTCGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAGTTTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTAGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAG-TTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTTGCGGCGGTGTACGCTTT

TAGTCCGCCGCGAGCGGTTCTsGCAAG. TTTTTCGGGTAAAAAGCGTACACCGTCGCCTsGTsGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAG. TTTTTCGGGTAAAAAGCGTACACCGTCGCCTsGTsGCGGCGGTGTACGCTTT
TAGTCCGCCGCGAGCGGTTCTCGCAAG. TTTTTCGGGTAAAAAGCGTACACCGTCGCCTTGTsGCGGCGGTGTACGCTTT

: . . . . 7 . .
TTTCACGCCCTTTTTGC-AAATTTAAATTGTACCTGCGCTGGCTCTAGGAGAGATGGCGTGCCTCCGGGTGTTCCTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAGAGATGGCGTGCCTCAGAGTGTTTTTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAAAGATGGCGTGCCTCAGAGTGTTCCTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAAAGATGGCGTGCCTCAGAGTGTTCCTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAAAGATGGCGTGCCTCAGGGTGTTCTTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAAAGATGGCGTGCCTCAGAGTGTTCCTGGCG
TTTCACGCCCTTTTTGC-AAATTTAAATTGTACCTGCGCTGGCTCTAAGAGAGATGGCGTGCATCCGGGTGTTCCTGGCG
TTTCACGCCCTTTTTGC-AAATTTAAATTGTACCTGCACTGGCTCTAGGAGAGATGGCGTGCCTCCGGGTGTTCCTAGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTATAGGAAAGATGGCGTGTCTCAGGGTGTTCCTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCCGGCTCTAGGAGAGATGGCGTGCCTCAGAGTGTTCCTGGCG
TTTCACGCCCTTTTTGCAAAATTTAAATTGTACCCGCGCTGGCTCTAAGAGAGATGGCGTGCCTCCGGGTGTTCCTGGCG

TTTCACGCCCTTTTTGC . AAATTTAAATTGTACCSGCuCsGGCTSTAuGAUAGATGGCGTGSssTCsGuGTGTTssTuGCG
TTTCACGCCCTTTTTGC . AAATTTAAATTGTACCSGCGCsGGCTCTAUGAUAGATGGCGTGCCTCsGuGTGTTCsTGGCG
TTTCACGCCCTTTTTGC . AAATTTAAATTGTACCSGCGCsGGCTCTAGGAUAGATGGCGTGCCTCsGuGTGTTCCTGGCG

. . : . . . . 8
GTGTTCGCGCTGTGCGGAAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCGCAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCGATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCGCAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCACAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCACAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCACGGCCCACGCACAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCACGGCCCACGCGCAGGACGT
GTGTTCGCGCTGTGCGGAAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTTTGCATGGCCCACGCGCAGGACGT
GTGTTCGCGCTGTGCGGAAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCGCAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCACGGCCCACGCGCAGGACGT
GTGCTCGCGCTGTGCGGGAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCACGGCCCACGCGCAGGACGT
GTGTTCGCGCTGTGCGGAAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCATGGCCCACGCGCAGGACGT

GTGSTCGCGCTGTGCGGUAGCGTGCACTCGGCGCuATGGATCGGCGAGCGCGACTTSTGCASGGCCCACGCuCAGGACGT
GTGsTCGCGCTGTGCGGUAGCGTGCACTCGGCGCAATGGATCGGCGAGCGCGACTTCTGCASGGCCCACGCuCAGGACGT
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orf virus OV-SA00 NC 005336.1 115015-122053 100.0%

orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%

100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%

3361

3441

3521

3601

3681

3761

GGACCTCGAAGTGGACTACCGGTGCGTGAGCGCCGTTTACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACTACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGATCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGATCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACTACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACCACCGGTGCGTGAGCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG

GGACCTCGAUGTGGACsSACCGGTGCGTGASCGCCGTssACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG
GGACCTCGAGGTGGACsSACCGGTGCGTGASCGCCGTCCACGTGAAGGCGTTCCTGCAGGACGCCTGTAGCGCCCGCAAGG

. . . 4 . . . .
CGCGGACGCCGCTCTACTTCGCGGGGCATGGCTCCAATCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTTGCGGGGCATGGCTCCAACCATCCAGATCGCCGGCCAAAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCGCTCTACTTCGCGGGGCATGGCTCCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCGCTCTACTTCGCGGGGCATGGCTCCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCACTCTACTTCGCGGGGCATGGCTGCAACCATCCAGATCGCCGGCC-AAAAAACCCAGTACCGCGCCCTCA

CGCGGACGCCuCTCTACTTsGCGGGGCATGGCTsCAASsCATCCAGATCGCCGGCC.AAAAAACCCAGTACCGCGCCCTCA
CGCGGACGCCuCTCTACTTCGCGGGGCATGGCTsCAACCATCCAGATCGCCGGCC.AAAAAACCCAGTACCGCGCCCTCA

: . . . . 5 . .
GCATGTATCGTCGCCGATGTCCAGGAAGTGCCTCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCGGCCGT
GCATGTGTCGTCGCCGATGTCCAGGAAGTGCTGCATGCAGACAGCGCGCTGAGGGCGCTCACCGCGCTGACAGCGGTCGT
GCATGTATCGTCGCCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCAGCCGT
GCATGTATCGTCGCCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCAGCCGT
GCACGTGTCGTCACCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCGGCCGT
GCACGTATCGTCGCCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTAAGGGCGCTCACCGCGCTGACGGCGGCCGT
GCATGTATCGTCACCGATGTCCAGGAAGTGCCTCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCGGCCGT
GCATGTATCGTCGCCGATGTCCAGGAAGTGCCTCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGACGGCGGCCGT
GCACGTATCGTCGCCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGGCGGCGGCCGT
GCACGTATCGTCGCCGATCTCCAGGAAGTGCAGCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGGCGGCGGCCGT

GCAsSsGTuTCGTCuCCGATsTCCAGGAAGTGCssCATGCAGACUGCGCGCTuUAGGGCGCTCACCGCGCTGuCuGCuGsCGT
GCASGTuTCGTCuCCGATSsTCCAGGAAGTGCssCATGCAGACGGCGCGCTGAGGGCGCTCACCGCGCTGuCGGCuGCCGT

. . : . . . . 6
GGTGTGCGCGATCGCCGTCGCGCTCGAGCGCGGGGAAGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCAATCGCCATCGCGCTCGAGCGCGAGGCGGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGTCATCACGCTCGAGCGCGGGGCGGAGGCCGACGCCGTAGACCTTATACTTATAAAATTTTCAATGA
GGTGTGCGCGATCGTCATCACGCTTGAGCGCGGGGCGGAGGCCGACGCCGTAGACCTTATACTTATAAAATTTTCAATGA
GGTGTGCGCGATCGCCGTTGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGCCATCGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGCCGTCGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTTGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGCCGTCGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTTGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGTGCGATCGCCATCGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGCCATCGCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTGGACCTTATCCTTATAAAATTTTCAATGA

GGTGTGSGCuATCGsCuTsuCGCTsGAGCGCGUGGSUGAGGCCGACGCCGTsGACCTTATsCTTATAAAATTTTCAATGA
GGTGTGCGCGATCGSCuTCuCGCTCGAGCGCGGGGCGGAGGCCGACGCCGTsGACCTTATSCTTATAAAATTTTCAATGA

TATGCTAGTTTTTATGCGACCTTCCTTGGAAAAATCGGAATTCAAAAATGAAATAAAACGGCGTTTTGCACGCATATTAT
TATGCTAGTTTTTATGCAACCTTCCTTGGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTGGAAAAATCGGAATTCAAAAATGAAATAAAACGGCGTTTTGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTGGAAAAATCGGAATTCAAAAATGAAATAAAACGGCGTTTTGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTAGAAAATTCGGAATTCAAAAATGAAATAAAACGGCGTTTAGCACGCATATTAT

TATGCTAGTTTTTATGCuACCTTCCTTuGAAAASTCGGAATTCAAAAATGAAATAAAACGGCGTTTSGCACGCATATTAT
TATGCTAGTTTTTATGCGACCTTCCTTuGAAAASTCGGAATTCAAAAATGAAATAAAACGGCGTTTsGCACGCATATTAT

. 7 . . . . : .
TAATACCGACTACCATAG-CAGGCGTCCGCAGCTGCT--GAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACCACCATAGCCAGGCGTCCGCAGCTGCT--GAGAAAGTCCCTT---CTGCGGGCTCCATGTCATTTCAACG
TAATACCGACTACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCT--TACTGCGGGCTCCATGTCATTTCAACG
TAATACTGACTACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACCACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACCACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACTACCATAG-CAGGCGTCCGCAGCTGCT--GAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACTACCATAG-CAGGCGTCCGCAGCTGCT--GAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACCACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG
TAATACCGACCACCATGG-CAGGCGTCCGCAGCTGCCAGAAGAAAGTCCCTTCTACTGCGGGCTCCATGTCATTTCAACG

TAATACSGACSACCATuG.CAGGCGTCCGCAGCTGCs . . uAGAAAGTCCCT. . . .CTGCGGGCTCCATGTCATTTCAACG
TAATACCGACSACCATuG.CAGGCGTCCGCAGCTGCs . . uAGAAAGTCCCTT . TACTGCGGGCTCCATGTCATTTCAACG

. . . 8 . . . .
GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAGGCGTTGCAGAATGACTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAGGCGTTGCAGAATGATTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAGGCGCTGCAGAATGATTTCAGCTACAACCCGCGGCCGCCTCCGCCGA

3440

3520

3600

3680

3760

3840
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Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701

Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

98.3%
97.9%
98.1%
98.6%
98.5%

87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%

3841

3921

4001

4081

4161

4241

GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAGGCGCTGCAGAATGATTTCAGCTACAACCCGCGGCCGCCTCCGCCGA
GGGCAACCGGAGCATCCAGCCTGCGATGTCCGAGGCGTTGCAGAATGATTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCAGCCGGCGATGTCCGAGGCGTTGCAGAATGATTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAAGCGTTGCAGAACGACTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCGGCCGGCGATGTCCGAGGCGTTGCAGAACGACTTCAGCTACAACCCGCGACCGCCTCCGCCGA
GGGCAACCGGAGCATCCAGCCGGCGATGTCCGAGGCGTTGCAGAATGATTTCAGCTANNNNNNNNNNNNNNNNNNNNNNN
GGGCAACCGGAGCATCCAGCCGGCGATGTCCGAGGCGTTGCAGAATGATTTCAGCTACAACCCGCGACCGCCTCCGCCGA

GGGCAACCGGAGCATCCuGCCsGCGATGTCCGAUGCGSTGCAGAASGASTTCAGCTASSSSSSSSSSSSSSSSSSSSSSS
GGGCAACCGGAGCATCCuGCCGGCGATGTCCGAGGCGSTGCAGAASGASTTCAGCTACAACCCGCGUCCGCCTCCGCCGA

: . . . . 9 . .
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAGCAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATCGAGGCTAAGCCTAGCAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATCGAGGCCAAGCCCAACAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAACAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAACAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAGCAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAACAGCTCCAAG
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAGCCCAACAGCTCTAAG
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNGA-
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATTGAGGCCAAG-—--—-———————————

SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSeeeecccccncccos
GCGCAGAAGAGATTGACTTCTTCTGCGTGGACATGCGCAAAGTACTGATGGAAATSGAGGCSAAGSSSSSSSSSSSSUA.

. . : . . . . 0
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTCCGGCCGCAAGGC
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTCCGGCCGCAAGGT
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTTCGGCCGCAAGGC
TACCCCGATTTCATCCACCTGGTTGACAGCAGCCTGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTTCGGCCGCAAGGC
TACCCCAATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTTCGGCCGCAAGGC
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTTCGGCCGCAAGGC
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTCCGGCCGCAAGGC
TACCCCGATTTCATCCACCCGGTTGACAGCAGCCCGCCGTGCACGCCGGCGCGCAAGCGCAACGGCTCCGGCCGCAAGGC
————————————————————————————————————— CGGACGATCCTGTGCG-----GCAAAGACTTCAACATAGTGGC

ACCGAACAAGACCCCGGTGCCGCAGCATGCCAAGCGTGACGGCTACTCCCGCTAATGCAGTCCACACACTTCACAC——--
ACTGAACAAGACCCCGGTGCCGCAGCAGGCCAAGCGTGACGGCTACTCCCGCTAATGCAGTCCACACACTTCACACACTA
ACCGATCAAAACCCCGGTGCCGCAACAGGCCAAGCGTGACGGCTACTCCCGTTAATGCAGTCCACACACTTCACAC-—--
ACCGATCAAAACCCCGGTGCCGCAACAGGCCAAGCGTGACGGCTACTCCCGTTAATGCAGTCCACACACTTCACAC——--
ACTGAACAAGACCCCGGTGCCGCAGCAGGCCAAGCGTGACGGCTACTCCCGCTAATGCAGTCCACACACTTCACAC——-—
ACTGAACAAAACCCAGGTGCCGCAGCAGGCCAAGCGTGACGGCTACTCCCGCTAATGCAGTCCACACACTTCACAC-—--
ACCGAACAAGACCCCGGTGCCGCAGCAGGCCAAGCGCGACGGCTACTCCCGCTAATGCAGTCCACACACTTCACAC——--
ACCGAACAAGACCCCGGTGCCGCAGCAGGCCAAGCGCGACGGCTACTCCCGCTAATGCAGTCCACACACTTC————————

UCSG . ot o oo cveooecocsosccsssosecsssscssssscssssecssssescsssscssssscsssscscssssscssssse

. 1 . . . . : .
ACCACA-CAGCACTCAAGCCCACGATCATCACACAATGAAGCAGCCGCAGCCCACAGCCCGCGCTGAGCACGCACATAAA
ACTACATCAGCATTCAAGCTCACAATCATCGCACATGAAGCTAGCCAA-————————— CAGTGCCAAGCACGCACATAAA
ACTACATCAGCACTCAAGCTTATAATCACCACACAATGAATCAGCCCA-——————— CCACGTGCCAAGCACACACATAAA
ACTACATCAGCACTCAAGCTTATAATTACCACACAATGAATCAGCCCA-——————- CCACGTGCCAAGCACACACATAAA
ACTACATCAGCACTCAAGCTTATAATCACCACACAATGAATTAGCCCA--GCCCACACACGTGCCAAGCA--CACATAAA
ACTACATCAGCACTCAAGCTTATAATCACTACACAATGAATCAGCCCA-——————— CCACGTGCGAAGCACACACATAAA

ACCACA-CAGCACTCAAGCTCACGATCATCACACAATGAAGCAGCCGCAGCCCACAGCCCGCGCTGAGCACGCACATAAA
ACCACA-CAGCACTCAAGCTCACGATCATCACACAATGAAGCAGCCGCAGCCCACAGCCCGCGCTGAGCACGCACATAAA

. . . 2 . . . .
ATCGCCCACAGTCTTGATCATTCCTAATTGTTCCCAATTACTCCCAATCA-CCCTGCCTTACACACACGCACGTTATCAC
ATCACCCCC-————————= TGTCCCGATCGTTCCCAATTGTTCCCAATC--CCGTGCCTTACACGCACGTTAATCACCCG
ATCACCCAC--=====—=- TTGTCCTGATCGTITCCCAATTACTCCCAATCACCCGTGCCTTACACGCACGTTAATCACCCT
ATCACCCAC-——=————— TTGTCCTGATCGTTCCCAATTACTCCCAATCACCCGTGCCTTACACGCACGTTAATCACCCT
ATCACCCAC-——==———= CTGTCCTGATCGTTCCCAATTACTCCCAATCACCCGTGCTTTACACGCACGTAAATCACCCT
ATCACCCAC--======—= CTGTCCTGATCGTITCCCAA-TACTCCCAATCA-CCGTGCTTTACACGCACGTTAATCACCCT

ATCACCCACAGTCTTGATCGTTCCTAATTGTTCCCAATTATTCCCAATCA-CCCTGCCTTACACACACGCACGTTATCAC
ATCACCCACAGTCTTGATCGTTCCTAATTGTTCCCAATTACTCCCAATCA-CCCTGCCTTACACACACGCACGTTATCAC

CCGCCTTCCT--—-———————————————— TCTTCGTCCAATTACACATACA-CCCCGTAATTTTGTACTTTTGTACTTT
TTCCTTCCTT--—-—=—=———————————— CCTCCCCTTAATTACACATACACCCCCGTAATGTTGTACTTTTGTACTTT
CTCCTTCCTTCATGTCGTTCCTGATCGCTCCTCCTCCTTAATCACACA-———= CCCCGTAATTTTGTACTTTTGTACTTT
CTCCTTCCTTCATGTCGTTCCTGATCGCTCCTCCTCCTTAATCACACA-———— CCCCGTAATTTTGTACTTTTGTACTTT
CTCCTTCGIT--—-—————— CCTGATCGCTCCTCCTCCTTAATCACACATACA-CCCCGTAATTTTGTACTTTTGTACTTT
TTCCTTCCTTCATG-CGTTCCTGATCGTTCCTCCTCCTTAATCACACACACA-CCCCGTAATTTTGTACTTTTGTACTTT

3920

4000

4080

4160

4240

4320
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Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥X

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701

Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%

95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%

4321

4401

4481

4561

4641

4721

CCGCCTTCCT---—-———————————————— TCTTCCTCCAATTACACATACA-CCCCGTAATTTTGTACTTTTGTACTTT
CCGCCTTCCT-—-——————— e —— TCTTCCTCCAATTACACATACA-CCCCGTAATTTTGTACTTTTGTACTTT

. . : . . . . 4
AATTTTGTACACTTT-TACACTGA-—————————— CTTTGTACTTTATTTTTGTACCGAAATTGGACAATAATTAT-TTT
AATTTTGTACACTTT-TACACTGA-————===—=—==— CTTTGTACTTTATTTTTGTACCAAAATTGGACGATAGTTAT-TTT
AA-TTTGTACACTTTACACACTGA-—-————=—=—=——=— CTTTGTACTTTATTTTTGTACTGAAATTGGACGAT--TTATCTTT
AA-TTTGTACACTTTACACACTGA-—————————— CTTTGTACTTTATTTTTGTACTGAAATTGGACGAT--TTATCTTT

AA-TTTGTACACTTTACACACTGACTTTGTACTGCCTTTGTACTTTATTTTTGTACTGAAATTGGACGATACTTATCTTT
AA-TTTGTACACTTTACACACTGACTTTIGTACTGCCTTTGTACTTTATTTTTGTACTGAAATTGGACGATACTTATCTTT
AATTTTGTACACTTT-TACACTGA-—-—=———=—=— CTTTGTACTTTATTTTTGTACCGAAATTGGACAATAATTAT-TTT
AATTTTGTACACTTT-TACACTGA--=-—=—=—==—=— CTTTGTACTTTATTTTTGTACCGAAATTGGACAATAATTAT-TTT

GTATCCACATCCAACTTTTGCGAATTCCACACGCCAGTTGCGAAAAATGAAATAGTACCGTTTTAGGCTTCAAT-CCCCC
GTATTCACATCCAAATTTCGCAAATTCCACACGCCGGTCGCGAAAAATGAAATCGTACCGTTTTAGGCGTCGAT-CCCCC
GTATTCACATACAAAATTTGCAAATTCCA-ACACCGGTTGCGAAAAGTGAAATCGTACCGTTTTAGGCTTCGAT--CCCC
GTATTCACATACAAAATTTGCAAATTTCA-ACACCGGTTGCGAAAAGTGAAATCGTACCGTTTTAGGCTTTGAT--CCCC
GTATTCACATCCAAGTTTTGCAAATTCCACA-GCCGGTCGCGAAAAGTGAAATCGTACCGTTTTAGGCTTCGAT-CCCCC
GTATTCACATCCAAGTTTTGCAAATTCCACA-GCCGGTAGCGAAAAGTGAAATCGTACCGTTTTAGGCTTCGAT-CCCCC
GTATCCACATCCAAATTTTGCGAATTCCACACGCCGGTCGCGAAAAATGAAATAGTACCGTTTTAGGCTTTGATCCCCCC
GTATCCACATCCAA-CTTTGCGAATTCCACACGCCGGTCGCGAAAAATGAAATAGTACCGTTTTAGGCTTCAAT-CCCCC

. 5 . . . . : .
TCCCGCGCGAAGACTCACCAGCATGGACTCTCGTCGGCTCGCCCTTGCCGTCGCCTTCGGAGGCGTCCTCGCCAGCATGA
TCCTGAGCGAAGACTCGCCAGCATGGACTCTCGTAGGCTCGCTCTCGCCGTTGCCTTCGGAGGCGTCCTCGCCAGCATGA
TCCCGCGCGAAGACTCGCCAGGATGGACTCTCGTCGGCTCGCCCTTGCCGTCGCCTTCGGAGGCGTGCTCGC————————
TCCCGCGCGAAGACTCGCCAGGATGGACTCTCGTCGGCTCGCCCTTGCCGTTGCCTTTGGAGGCGTGCTTGCTAGCATGA
TCCCGCGCGAAGACTCGCCAGCATGGACTCTCGTAGGCTCGCTCTTGCCGTCGCCTTCGGAGGCGTCCTCGCCAGCATGA
TCCCGCGCGAAGACTCGCCAGCATGGACTCTCGTAGGCTCGCTCTTGCCGTCGCCTTCGGAGGCGTCCTCGCCAGCATGA
TCCCGCGCGAAGACTCGCCACCATGGACTCTCGTCGGCTCGCCCTTGCTGTTGCCTTCGGAGGCGTCCTCGCCAGCATGA
TCCCGCGCGAAGACTCGCCAGCATGGACTCTCGTCGGCTCGCCCTTGCCGTTGCCTTTGGAGGCGTCCTCGCCAGCATGA
——————— CAAAGACTCGCCAGCATGGACTCTCGTAGGCTCGCTCTTGCCGTCGCCTTCGGAGGCGTCCTCGCCAGCATGG

. . . 6 . . . .
CGCAGCGCCGCCGCCTIGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCCGCCGCCTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCCGCCGCCTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCTGCCGCCIGGCTTTTCTTATTGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCCGCCGCCTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCCGCCGCCTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CGCAGCGCCGCCGCCTIGGCCTICTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CGCAGCGCCGCCGCTTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC
CACAGCGCCGCCGCCTGGCTTCTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCT

....................... CTsATsGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCs
CuCAGCGCsGCCGCsTGGCsTsTCTCATCGCCAGCATCGGCCAACGGCTGATGGGCGGCGACGGCATGCGTCGCGTCGCC

: . . . . 7 . .
GTTCGGTTGATCGACCAGCTCATGGCCGGACCTCCGGACATCGACGACGAAGCCTTCCAGCGCGAGATCCGCGTGGGCGT
GTTCGGTTGATTGACCAGCTCATGGCCGGACCCCCGGACATCGACGACGAGGCCTTCCAGCGCGAGATCC—————— GCGT

GTTCGGTTGATCGACCAGCTCATGGCCGGACCCCCGGACATCAACGACGAGGCCTTCCAGCGCGAGATCCGCGTGGGCGT
GTTTGGTTGATTGACTAGCTCATGGCCGGACTCCCGGACATCAACGACGAGGCCTTCTAGCGCGAGATCCGCGTGGGCGT
GTTCGGTTGATCGACCAGCTCATGGCCGGACCCCCGGACATCAACGACGAGGCCTTCCAGCGCGAGATCC—————— GCGT
GTTCGGTTGATCGACCAGCTCATGGCCGGACCCCCGGACATCAACGACGAGGCCTTCCAGCGCGAGATCC—————— GCGT
GTTCGGCTGATCGACCAGCTCATGGCCGGACCCCCGGACATCGACGACGAGGCCTIC---————=—————— - ——
GTTCGGCTGATCGACCAGCTCATGGCCGGACCCCCGGACATCGACGACGAGGCCTTCCAGCGCGAGATCCGCGTGGGCGT
GTTCGGTTGATCGACCAGCTCATGGCCGGACCCCCGGACATCAACGACGAGGCCTTCCAGCGCGAGATCCGCGTGGGCGT

GTTsGGSTGATSGACSAGCTCATGGCCGGACssSCCGGACATCUACGACGAUGCCTTC. c e c c e e e eseeecoscccccccs
GTTCGGSTGATSsGACCAGCTCATGGCCGGACCCCCGGACATCUACGACGAGGCCTTCSAGCGCGAGATCC. ...« GCGT
: . . 8

GGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGACACGCCGAGAGAAGTACTTCGAGGTTTGTGGCGCCAGCA
AGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTCTGCGGCGCCGGCA
GGGCGAGCTCTTTCAGGCGCTCCACCGCGTGGTCGAGCAGACACGTCGAGAGAAGTACTTCGAGGTCTGCGGCGCCGGTA
GGGCGAGCTTTTTCAGGCGCTCCACCGCGTGGTCGAGCAGACACGTCGAGAGAAGTACTTTGAGGTTTGCGGCGCCGGTA
GGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTCTGCGGCGCCGGCA
GGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTCTGCGGCGCCGGCA
————————————— CAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTTTGCGGCGCCAGCA
GGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTTTGCGGCGCCAGCA
GGGCGAGCTCTTCCAGGCGCTCCACCGCGTGGTCGAGCAGGCACGCCGAGAGAAGTACTTCGAGGTCTGCGGCGCCGGCA

4400

4480

4560

4640

4720

4800
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Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

70.9%
74.2%
23.5%

pid 4801
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 4881
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 4961
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 5041
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 5121
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 5201
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

............. CAGGCGCTCCACCGCGTGGTCGAGCAGUCACGSCGAGAGAAGTACTTSGAGGTSTGSGGCGCCuGsA
UGGCGAGCTsTTsCAGGCGCTCCACCGCGTGGTCGAGCAGUCACGSCGAGAGAAGTACTTCGAGGTsSTGCGGCGCCuGsA

ACGACGCCGACGCACCCGTCAGCGAGATGGACACCGCGGCCGCACTCCCGCAGCCCCAGCCTGCGCCCCTGGCGATCACG
ACGGCGCCGACG---CCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCTGCGCCCTTTGTGATCACG
ACGGCGCCGACGCGCCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCTTCGTTGTCACG
ACGGCGCCGACGCGCCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCTTCGTTGTCACG
ACGACGCCGACGCGCCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCTTCGTGGTCACG
ACGACGCCGACGCGCCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCCTCGTGGTCACG
ACGACGCCGACGCACCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCCTGGCGATCACG
ACGACGCCGACGCACCCGTCGTCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCCTTGCGATTACG
ACGACGCCGACGCGCCCGTCGTCGAGATGGACACTGCGGCCGCACCCCCGCAGCCCCAGCCCGCGCCCTTCGTGGTCACG

ACGuCGCCGACG. . .CCGTCusCGAGATGGACACsGCGGCCGCACsCCCGCAGCCCCAGCCsGCGCCCsTsGssuTsACG
ACGuCGCCGACGCuCCCGTCGsCGAGATGGACACCGCGGCCGCACCCCCGCAGCCCCAGCCsSGCGCCCsTsGssuTsACG

. 9 . . . . : .
CCACAGAACGCGTTCATGTTCGTGCCGCAAAGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCATGTTCGTGCCGCAAAACAGCCACGTGCATGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCGTGTTCGTGCCGCAAAGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCGTGTTTGTGCCGCAAAGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCATGTTCGTGCCGCAAGGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCATGTTCGTGCCGCAAGGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCACAGAACGCGTTCATGTTCGTGCCGCAAAGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCATGTTCGTGCCGCAAAGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCGCAGAACGCGTTCATGTTCGTGCCGCAAGGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG

CCuCAGAACGCGTTCuTGTTsGTGCCGCAAUUCAGCCACGTGCASGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG
CCuCAGAACGCGTTCuTGTTCGTGCCGCAAUGCAGCCACGTGCACGTGGACGAGAGCGTGGACCCGTTCTTCGGCATGAG

. . . 0 . . . .
CCCCTCCATCTTCGGGCGCGACATCCCCCTTCAGCCGCCCGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACCTCCCCCCTCAGCCGCCCGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACCTCCCCTTTCAGCCGCCCGAAGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTTGGGCGCGACCTCCCCTTTTAGCCGCCCGAAGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACCTCCCCCTTCAGCCGCCCGAGGAGCTGCTGAGCGACCACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACCTCCCCCCTCAGCCGCCCGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACATCCCCCTTCAGCCGCCAGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACATCCCCCTTCAGCCGCCAGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACCTCCCCCTTCAGCCGCCCGAGGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG

CCCCTCCATCTTSGGGCGCGACSTCCCCssTsAGCCGCCsGAUGAGCTGCTGAGCGACSACGACCCGCTCATGAGCCAGG
CCCCTCCATCTTCGGGCGCGACSTCCCCssTCAGCCGCCsGAUGAGCTGCTGAGCGACTACGACCCGCTCATGAGCCAGG

: . . . . 1 . .
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTCAACGACAGCGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCTCCCTGCGAGGGCGACCTCTGGTGCTTCGAGACGCTCGGCGACAGCGACAGCGAT
CCGGCGAACCGCCGAGTCCGCGGTCGCCCTGCGAGGCAGACCTCTGGTGCTTCGAGACGCTCGGCGACAGCGACAGCGAT
CTGGCGAACTGCCGAGTCCGCGGTCGCCCTGCGAGGCAGACCTTTGGTGCTTTGAGACGCTCGGCGACAGCGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTCGGCGACAGCGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTCGGCGACAGCGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTC—————~ AACGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTC—————- AACGACAGCGAT
CCGGCGAGCCGCCGAGCCCGCGGTCGCCCTGCGAGGCCGACCTCTGGTGCTTCGAGACGCTCGGCGACAGCGACAGCGAT

CsGGCGAuCsGCCGAGsSCCGCGGTCsCCCTGCGAGGSssGACCTSsTGGTGCTTsGAGACGCTC. ... .. AuCGACAGCGAT
CCGGCGAUCCGCCGAGSCCGCGGTCGCCCTGCGAGGCSGACCTCTGGTGCTTCGAGACGCTC. ... .« AuCGACAGCGAT

. . : . . . . 2
TGAGCCTCGCACCTCACCCCAC---ACCCTTACCTTACCCCCACCCACCCAACAC-————— e CTCAAC
TGAGCC-TGC-CCCCACCCCAC-—————————————— ACTCTACCTCACCTTACCCCAACAC-———————————— CCCAAC
TGAGCC-CGCACCACACCCCACCTCACC-———————— e e e e e ACACCCCAA
TGAGCC-CGCACCACACCCCACCTCACC——— = e e ACACCCCAA
TGAGCC-CGCACCACACCCCACCTCACCCACCCCACACTCCACCTCACCTCACCCTAACACCAACACCCTAACACCCAAC
TGAGAC-CGCACCACACCCTACCTCACCCACCCCACACTCCACCTCACCTCACCCTAACAC- - ===~ CCAACACCCAAC
TGAGCCTCGCACCTCACACCA - ———— e e e AC
TGAGCCTCGCACCTCACCCCACCCTACCTCACCCACACCCACCCACA-——————— e CCAAC
TGAGCC-CGCACCACACCCCAC--———=————————— ACTCCACCTCACCTCACCCTAAC--———=—=—=— CCAACACCCAAC
TGAGCCTCGCACCTCACCCCACCCACCCCACACCTACCTCACCCACACCCACTCACA-——————————— - —— CCAAC
TGAGSC.SGC.CCSCACSCSA. ¢ttt e cooesessososcssososossssosossssossssssossssscssssssosscscssocoes As
TGAGCC.CGCACCSCACCCCAC . t c e e s s eossssessssscsssssscsssssscssssscscssssscscsssssccscss sCsAs

ACCTCGACCGGACAATGAAGGAGTCCCACATTTCACT---GGACGCGGATGAAGCCGCACATCTCCCACATGAAGGATCG
ACCCCAGCCGGACAATGAAGGAGTCCCACATTTCACTGAAGGACGCGGATGAAGCCGCACATCCCCCACATGAAGGATTG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCA---AAGGACGCGGATG-AGCCGCACAT--CCCACATGAAGGATTG
ACCTCAACCGGACAATGAAGGAGTCTCACATTTCA---AAGGACGCGGATG-AGCCGCACAT--CCCACATGAAGGATTG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCACTGAAGGACGCGGATGAAGCCGCACAT-CCCCACATGAAGGATTG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCACTGAAGGACGCGGATGAAGCCGCAC-TCCCCCACATGAAGGATTG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCA---AAGGACGCGGATGAAGCCGCACATCTCCCACATGAAGGATCG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCA---AAGGACGCGGATGAAGCCGCACATCTCCCACATGAAGGATCG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCACT-AAGGACGCGGATGAAGCCGCACAT-CCCCACATGAAGGATTG

4880

4960

5040

5120

5200

5280
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consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

5281

5361

5441

5521

5601

5681

ACCsCuuCCGGACAATGAAGGAGTCsCACATTTCA..... GGACGCGGATG.AGCCGCAC.T..CCCACATGAAGGATsSG
ACCTCAACCGGACAATGAAGGAGTCCCACATTTCA..... GGACGCGGATG.AGCCGCACAT. .CCCACATGAAGGATsSG
. 3 . . . . : .

GCCAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGCGATTGGCCTGCGACCGACATCGCACAC--A
G-CAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGCAATTGGCCTGCGACCGACATCGCACACAAA
G-CAACGGTCAAACATTTCACCTGCAAAATGAAGGACGATGCGCGGTCGCGATTGGCTTGCGACCGACATCGCACACAAA
G-CAACGGTCAAACATTTTACCTGCAAAATGAAGGACGATGCGCGGTCGCGATTGGCTTGCGACCGACATCGCACACAAA
G-CAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGC-ATTGGCCTGCGACCGACATCGCACAC--A
G-CAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGC-ATTGGCCTGCGACCGACATCGCACAC--A
G--CACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGCGATTGGCCTGCGACCGACATCGCACAC--A
G-CAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGCGATTGGCCTGCGACCGACATCGCACAC--A
G-CAACGGTCAAACATTTCACCTGC--AATGAAGGACGATGCGCGGTCGC-ATTGGCCTGCGACCGACATCGCTCAC--A

G. .sACGGTCAAACATTTSACCTGC. . AATGAAGGACGATGCGCGGTCGC . ATTGGCsTGCGACCGACATCGCsCAC. .A
G.CAACGGTCAAACATTTCACCTGC. . AATGAAGGACGATGCGCGGTCGC . ATTGGCSsTGCGACCGACATCGCACAC. .A

. . . 4 . . . .
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGG-CAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
TGAAGGACACAATTTGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
TGAAGGACACAATTTGTTTGTTAATCTGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATTA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGG-ACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTAGAACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA
------------------------------------------------ TTTTGTTAATCAGGACAATTAGAACACAATCA
TGAAGGACACAATTGGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA

...............QQ...................""‘.......TTTTGTTAATCAGGACAATTuG.ACACMTSA
TGAAGGACACAATTSGTTTGTTAATCSGGACAATGAAGG . CAAATTGTTTTTGTTAATCAGGACAATTUGAACACAATCA
TGAAGGACACAATTSGTTTGTTAATCCGGACAATGAAGGACAAATTGTTTTTGTTAATCAGGACAATTGGAACACAATCA

: . . . . 5 . .
AATTAT-TTTTTGTGCGGTCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
GATTAA-TTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTGTATTAGACTAAATTCTCCGGGGA
GATTAATTTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAAACTAAATTCTCCGGGGA
GATTAATTTTTTGTACGATCATAAAATTGATATTTGATGCACATATATTAGTAAGTATATTAAACTAAATTCTCCGGGGA
GATTAA-TTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AA-——=—— TTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AATTAT-TTTTTGTGCGGTCCTAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AATTAATTTTTTGTGCGGTCCTAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AATTAA-TTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AATTAA-TTTTTGTACGATCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA
AATTAA-TTTTTGTGCGGTCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA

uA.....TTTTTGTuCGuICsTAAAATSGATATTTGATGCACATATATTAGTAAGTUTATTAUACTAAATTCTCCGGGGA
UATTAs . TTTTTGTuCGuTCsTAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAUACTAAATTCTCCGGGGA
UATTAs . TTTTTGTuCGuTCATAAAATCGATATTTGATGCACATATATTAGTAAGTATATTAGACTAAATTCTCCGGGGA

. . : . . . . 6
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG--CCCCCTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGTCCCCCTTCCCCCCcAcCccccacG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGTCCCCCTTCCCCCCA CCccceacG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGTCCCCCTTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGTCCCCCTTCCCCCCcAcCccccacG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAGTTCGGGCGGGTCCCCCTTCCCCCCA CCCcceacG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG--CCCCCTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG--CCCCCTCCCCcccacccceaca
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGTCCCCCTTCCCCCCA CCCcceacG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGGT-CCCCTTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG-CCCCCCTCCCCcCccacccceaca

GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAUTTCGGGCGGG. . CCCCsTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG. . CCCCsTCCCCCCACCCCCACG
GGCAAGCAGTTGGATACGGCGGGGCGGGGCACGACGTGCACGGAGAATTCGGGCGGG. . CCCCsTCCCCCCACCCCCACG

CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTTGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGCCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATTTTAGCGCTCGTGGCTTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTACGACAAGCA
CACCACGATGCGCCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTACGACAAGCA
CACCACGATGCGCCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTACGACAAGCA
CACCACGATGCGTCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTTCGACAAGCA
----------------------------------------------------------------------- CGACTAGC-
....................................................................... CGACSAGC.
CACCACGATGCGSCTAATSTTAGCGCTSGTGGCSTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTSCGACAAGCA
CACCACGATGCGSCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTSCGACAAGCA
CACCACGATGCGSCTAATCTTAGCGCTCGTGGCCTGCTTGTTGGCGGCGCCGATGCCGTTATCGGGTCGTSCGACAAGCA

. 7 . . . . : .
CCCCAAACACA---CCGTCCGCACTCGGCTCGACGAGTGCGACACCAAGCTCGGAAGACGCTGCGGCTTCGAGCACAACG
CTCCAAACACGTCCCCCTCCGTACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CTCCAAACACGTCCCTCTCCGTACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTTGAGCACAACG
CTCCAAACACGTCCCTCTCCGCACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CCCCAAACACA---CAGTCCGTACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CTCCAAACACGTCCCCCTCCGCACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CCCCAAATTTA---CAGTCCGCACTCGGCTCGACGAGTTCGGCACAAAGCTCTGAAGACGCAGTGTCTTCGAGCACAACG
CCCCAAACACA---CCGTCCGCACTCGGCTCGACGAGTACGGCACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CTCCAAACACGTCCCCCTCCGCACTCGGCTCGACGAGTTCGGAAACAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG
CTCCAAACACGTCCCCCTCCGTACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACACTC
CCCCAAATTTA---CAGTCCGCACTCGGCTCGACGAGTTCGGAACCAAGCTCGGAAGACGCTGCGGCTTCGAGCACAACG

CsCCAAAssSsU...CssTCCGSsACTCGGCTCGACGAGTsCGusAssAAGCTCsGAAGACGCsGsGsCTTsGAGCACASsss
CsCCAAAsSsSSU. . .CssSTCCGSACTCGGCTCGACGAGTsCGGSACCAAGCTCGGAAGACGCTGsGGCTTCGAGCACAACG

5360

5440

5520

5600

5680

5760
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consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
Oorf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus_ Y¥YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov
Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
orf virus D1701 98.3%
Orf virus NAl-11 97.9%
Orf virus OV-HN3 12 98.1%
Orf virus OV-IAS82 98.6%
Orf virus NZ2 98.5%
Orf virus YX 98.1%
Orf virus GO 98.8%
Orf virus B029 91.8%
Orf virus IHUMI-1 78.5%
Orf virus SJ1 77.2%
Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

cov

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid

5761

5841

5921

6001

6081

6161

6241

CsCCAAACACuU. . .CsSTCCGSACTCGGCTCGACGAGTTCGGSACCAAGCTCGGAAGACGCTGTGGCTTCGAGCACAACG

. . . 8 . . . .
ACAAGCAC--——==—=——=—=— TACAAGCACACTCACTTCGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACGAC
ACAAGCAC--———=——————= TACAAGCACACTCACTCTGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACAAC
ACAAGCACACT---—=——=—————————— CACTCTGTCCACAAATGTGGACACCACTACTACCTCGGGCGCTACAAC

ACAAGCACACTCACAAGCACTACAAGCACACGCACTCTGTCCACAAGTGTGGACACCACTACTA---CGGGCGCTACAAC
ACAAGCACACTCACAAGCACTACAAGCACACTCACTATGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACGAC
ACAAGCACACTCACAAGCACTACAAGCACACTCACTATGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACAAC

ACAAGCACACT--—————— e CACTTTGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACGAC
ACAAGCACACT--———— e CACTTTGCCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACGAC
ACAAGCACACT-———————— = CACTATGTCCACAAGTGTGGACACCACTACTACCTCTGGCGCTACAAC
ACAATCAC-——-——————=——=— TACAAGCACACTCACTCTGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACAAC
ACAAGCACACT--———— e CACTTCGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACGAC
ACADASCAC. . cccceecececccccscscese s CACTSSGSCCACAAUTGTGGACACCACTACTA. .. .CsGGCGCTACUAC
ACAAGCAC . c c c e cecseeceoscscscsossccscscs CACTssGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACUAC
ACAAGCAC . c c e e cceeeccecsccccsccscse CACTsSsTGTCCACAAGTGTGGACACCACTACTACCTCGGGCGCTACUAC

: . . 9 .

GTCCA---A---CAGCACTTCTGCAGCAAGTGTGAGCTCTTCCACATCCGCAACCACTGAGGCATCGACGGCACCAACGA
GTCCACAAACAGCAGCACTTTTGCAGCAAGTGTAAGCTCTTCCACACCCACAACCACTGAGGCATCAACCACACCAACAA
GTCCACAAA---CAGCACTCCTGCAGCGAGTGTGAGCCCCTCCACACTCGCAACCACTGAGGCATCAACGGCACTAACGA
GTCCGCAAA---CAGCACTCCTGCAGCGAGTGTGAGCTCCTCCACACCCGCAGCCACTGAGGCATCGACGGCA-——=——~
GTCCACAAA---CAGCACTCCTGCAGCGAGTGTGAGTTCTTCCACACCCGCAGCCACTGAGGCATCGACGGCACCAACGA
GTCCGCAAA---CAGCACTCCTGCAGCGAGTGTGAGCTCCTCCACACCCGCAACTACCGAGGCATCGACGGCACCAACGA
GTCCA---A---CAGCACTTCTGCAGCAAGTGTGAGCTCTTCCACACCCTCAACCACTAAGGCATCGACGGCACCAACGA
GTCCA---A---CAGCACTTCTGCAGCAAGTGTGAGCTCTTCCACACCCGCAACCACTGAGGCATCGACGGCACCAACGA
GTCCGCAAA---CAGCACTCCTGCAGCGAGTGTGAGCTCCTCCACACCCGCAACCACTGAGGCATCGACGGCACCAACGA
GTCCACAAA---CAGCACTCCTGCAGCGAGTGTGAGTTCTTCCACACCCGCAGCTACTGAGGCATCGACGGCACCAACGA
GTCCACACG---CAGCACTTCTGCAGCAAGTGTGAGCTCTTCCACACCCGCAACTACTGAGGCATCGACGGCACTAACGA

GTCCu...u...CAGCACTssSTGCAGCUAGTGTuAGssCsSTCCACAsSsCsCAuCsACsuAGGCATCuACsuCA.......
GTCCu...A...CAGCACTsCTGCAGCUAGTGTGAGSTCsSTCCACACCCuCAuCsACTGAGGCATCuACGGCACsAACuUA
GTCCu...A...CAGCACTsCTGCAGCUAGTGTGAGCTCsSsTCCACACCCGCAUCSACTGAGGCATCGACGGCACSAACGA

. . : . . . . 0
CGCCGT---—-——-——- TGACACCGACGAC------ AGTGAAGGTAACGAATGGCAAAGAAAAC---AAGGCGTCTGCCTAC
CGCCGTCAACGCTGACAACGCCGACAAC———-—- AGTGAAGGTAACAAAAAACG---AGGACACGAAGGCGTCTGCCTAC
CGCCGT---—-————- CGACGCCAACGAC------ AGTGAAGGTAACGAAAGACA---AAGACACGAAGGCGTCTGCCTAC
--CCGT---—————- CGACGCCGACGAC------ AGTGAAGGTAACGAAGGGCAAGGAAGACACGAAGGCGTCTGCCTAC
CGCCGT--——-————- CGACGCAGACGAC--—-—-—- AGTGAAGGTAACGAAAGACA---AAGACACGAAGGCGTCTGCCTAC
CGCCGT---—-——-——- CGACGCCGACGAC------ AGTGAAGGTAACGAAGGGCAAGGAAGACACGAAGGCGTCTGCCTAC
CGCTGT---—-——--—-- TGACGCCAACGAC------ AGTGAAGGTAACGAATGGCAAGGAAAACACGAAGGCGTCTGCCTAC
CGCCGT--——-————- TGACGCCGACGAC—--—-—-—- AGTGAAGGTAACGAATGGCAAGGAAAACACGAAGGCGTCTGCCTAC
CGCCGT---—-————- CGACGCCGACGAC--—-——-- AGTGAAGGTAACGAAGGGCAAGGAAGACACGAAGGCGTCTGCCTAC
CGCCGT--——-————- CGACGCAGACGACAGTGAAAGTGAAGGTAACGAAAGACA---AAGACACGAAGGCGTCTGCCTAC
CGCTGT----—-——--—-—- TGACGCCGACGAC-----—- AGTGAAGGTAACGAATGGCAAGGAAAAC---AAGGCGTCTGCCTAC
--CCGT---—————- TGACGCCGACGAC--—-—-- AGTGAAGGTAACGAATGGCAAGAAAAACACGAAGGCGTCTGCCTAC
«esCsGT..cccvens SUACuCsuACuAC...... AGTGAAGGTAACuAAsuuCu. . .AuuAC. . .AAGGCGTCTGCCTAC
..CsGT.........SGACGCsuACGAC......AGTGAAGGTAACGAASGuUCA. . .AAuAC. . .AAGGCGTCTGCCTAC
CGCCGT...ceeew SGACGCCGACGAC...... AGTGAAGGTAACGAAsSGuCA. . .AAuACACGAAGGCGTCTGCCTAC
CGCCGT...vceecun SGACGCCGACGAC...... AGTGAAGGTAACGAAsSGuCA. . .AAuACACGAAGGCGTCTGCCTAC

CTCGCTGTACCAGTTATGTTCATGACCATGACAACGCTCGCGATGGTCGTCGTCGTGGTCGTGCTCATGTACAAACAGGG
CTTGTTGTACTAATTATTTTCATGGTCATGACCACCCTTGTAATGGTCGTCTTCATGGTCGTGCTCGTGTACAAACAGGG
CTCGTTTTACTAATCACGTTCATGGTCATGACCACGCTAGTGATGGTCGTGGTCGTGGTCGTGGTCGTGTACAAACAGGG
CTCGTTTTACTAATAACGTTCATGGTCATGACCACGCTAGTGATGGTCGTGGTCGTGGTCGTGGTCGTGTACAAACAGGG
CTCGTTTTACTAATCACGTTCATGGTCATGACAACGCTAGTGATGGTTGTGGTCGTGGTCGTGATCGTGTACAAACAGGG
CTCGTTTTACTAATCACGTTCATGGTCATGACCACGCTCGTGATGGTCGTGGTCGTGGTCGTGGTCGTGTACAAACAGGG
CTCGCTGTACCAGTTATGTTCATGACCATGACCACGCTCGCGATGGTCGTCGTTGTGGTCGTGCTCATGTACAAACAGGG
CTCGCTGTACCAGTTATGTTCATGACCATGACCACGCTCGCGATGGTCGTCGTCGTGGTTGTGCTCATGTACAAACAGGG
CTCGTTTTACTAATCACGTTCATGGTCATGACCACGCTCGTGATGGTCGTGGTCGTGGTCGTGGTTGTGTACAAACAGGG
CTCGTTTTACTAATCACGTTCATGGTCATGACCACGCTCGTGATGGTCGTGGTCGTGGTCGTGGTCATGTACAAACAGGG
CTCGCTGTACCAGTTATGTTCATGACCATGACCACGCTCGCGATGGTCGTCGTCGTGGTTGTGCTCATGTACAAACAGGG
CTCGCTGTACCAGTTATGTTCATGACCATGACCACGCTCGCGATGGTCGTCGTTGTGGTCGTGCTCATGTACAAACAGGG
CTsGsTsTACsAuTsAssSTTCATGusCATGACSACsCTsGSUATGGTsGTssTsuTGGTsGTGsTsuTGTACAAACAGGG
CTCGSTsTACsSAuTsASGTTCATGusCATGACSACGCTsGSGATGGTCGTsGTsGTGGTsGTGsTCuTGTACAAACAGGG
CTCGsTsTACsAuTsAsGTTCATGusCATGACCACGCTsGsGATGGTCGTsGTCGTGGTCGTGsTCuTGTACAAACAGGG
CTCGSTSTACSAuTsASGTTCATGusCATGACCACGCTsGSGATGGTCGTsGTCGTGGTCGTGSsTCuTGTACAAACAGGG

. 1 . . . . : .
ACTCTGCAACTGCTTCTG-TAAGATGTTTCCCTGCTGCAAAGAACTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGCAACTGCTGCTGTTAACATGTTTCCCTGCTGCGACAAGCTCAAGGACTACCTCCACAAGGAGGAGAGCGCCGGG
ACTCTGTAACTGCTGCTG-TAGGATGTTTCCCTGCTGCAAAGAGATCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGTAACTGCTGCTG-TAGGATGTTTCCCTGCTGCAAAGAGATCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTTTGTGACTGCTGCTG-TAAGATGTTTCCCTGCTGCAAAGAGCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGTAACTGCTGCTG-TAA---GTTTCCCTGCTGCAAAGAGCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGTAACTGCTTCTG-TAAGATGTTTCCCTGCTGCAAAGAACTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGCAACTGCTTCTG-TAAGATGTTTCCCTGCTGCAAAGAACTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGCAACTGCTGCTG-TAAGATGTTTCCCTGCTGCAAAGAGCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGTGACTGCTGCTG-TAA---GTTTCCCTGCTGCAAAGAGCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGCAACTGCTTCTG-TAAGATGTTTCCCTGCTGCAAAGAACTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGCAACTGCTTCTG-TAAGATGTTTCCCTGCTGCAAAGAACTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTsTGSuACTGCTsCTG.TAuUu. . .GTTTCCCTGCTGCuAsuAusTCAAGGACTACCTCsACuAGGAGGAGAGCGCCGGG
ACTCTGsuACTGCTsCTG.TAu. . .GTTTCCCTGCTGCAAAGAUSTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGsSAACTGCTsCTG.TAASATGTTTCCCTGCTGCAAAGAUCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG
ACTCTGSAACTGCTsCTG.TAAGATGTTTCCCTGCTGCAAAGAUCTCAAGGACTACCTCGACGAGGAGGAGAGCGCCGGG

. . . 2 . . . .
CTGTACGACGCCGTGACGTGGAGCCACTCGAACCCCGGCTTCCGGCTCGTCACGCGCACAGACCCCAGATGATGAAGATC
CTGTACGACGCCGTGACGTGGAGCCACTCGAACCCCGGCTTCCGGCTTGTCACGCGCGCGGACCCCAGATGATGAGGATC
CTGTACGACTCCTTGACGTGGAGCCCCTCGAAACCCGGCTTCCGGCTCGTCGTGCGCGAGGACCCCAGATGATGAGGATC
CTGTACGACTCCTTGACGTGGAGCCCCTCGAAACCCGGCTTCCGGCTCGTCGTGCGCGAGGACCCCAGATGATGAGGATC
CTGTACGACGCCTTGACGTGGAGCCGCTCAGACCCCGGCCTCCGGCTCGTCGTGCGCGCGGACCCCAGATGATGAGGATC
CTGTACGACGCCTTGACGTGGAGCCACTCAGACTCCGGCCTCCGGCTCGTCGTGCGCGCGGACCCCAGATGATGAGGATC
CTGTACGACGCCGTGACGTGGAGCCACTCGAACCCCGGCTTCCGGCTCGTCACGCGCACAGACCCCAGATGACGAAGATC
CTGTACGACGCCGTGACGTGGAGCCACTCAAACCCCGGCTTCCGGCTCGTCACGCGCACAGACCCCAGATGACGAAGATC
CTGTACGACGCCTTGACGTGGAGCCACTCGAACCCCGGCCTCCGGCTCGTCGTGCGCGCGGACCCCAGATGATGAGGATC
CTGTACGACGCCTTGACGTGGAGCCGCTCAGACCCCGGCCTCCGGCTCGTCGTGCGCGCGGACCCCAGATGATGAGGATC
CTGTACGACGCCGTGACGTGGAGCCACTCGAACCCCGGCTTCCGGCTCGTCACGCGCACAGACCCCAGATGATGAAGATC
CTGTACGACGCCGTGACGTGGAGCCACTCAAACCCCGGCTTCCGGCTCGTCACGCGCACAGACCCCAGATGATGAAGATC
CTGTACGACSCCSTGACGTGGAGCCsCTCuuAssCCGGCsTCCGGCTsGTCusGCGCusuGACCCCAGATGASGAUGATC
CTGTACGACsSCCSTGACGTGGAGCCsCTCuuAsCCCGGCsTCCGGCTCGTCusGCGCusuGACCCCAGATGASGAUGATC
CTGTACGACGCCSTGACGTGGAGCCuCTCuuACCCCGGCsTCCGGCTCGTCusGCGCuCuGACCCCAGATGATGAUGATC
CTGTACGACGCCSTGACGTGGAGCCuCTCuAACCCCGGCSTCCGGCTCGTCusGCGCuCuGACCCCAGATGATGAUGATC

. . . . 3 . .

5840

5920

6000

6080

6160

6240

6320
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Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ Y¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11

98.3%
97.9%

100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%

6321

6401

6481

6561

6641

6721

GGATCAGATCGGCAACTGTTATTTTGTCACGCCCGCCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA
TTATCCGATCGGCAACCG-TGTTTTGTCCCGCCCGTCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA

GGATAAGATTGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA
GGATAAGATTGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA
GGATAAGATCGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA
GGATAAGATCGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA

GGATCAGATTGGCAACC--TGTTTTATCCCGCCCGTCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA
GGATCAGATCGGCAACC--TGTTTTATCCCGCCCGTCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA

GGATCAGATCGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA
GGATCAGATCGG----CG-TGTTTT-TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCCGAGAATTAACTGAAATTCA
GGATCAGATCGGCAACTGTTATTTTGTCCCGCCCGCCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA
G-——-- GATCGGCAACC--TGTTTTATCCCGCCCGCCGCGAACATTATGCCTCTAAATGCTGAGAATTAACTGAAATTCA
Secoes GATsGG....s..TuTTTT.TCsCGCCCGSCGCGAACATTATGCCTCTAAATGCsGAGAATTAACTGAAATTCA
GsATssGATsSGG....S..TuTTTT.TCCCGCCCGSCGCGAACATTATGCCTCTAAATGCsGAGAATTAACTGAAATTCA
GGATsSAGATsSGG....C..TGTTTT.TCCCGCCCGSCGCGAACATTATGCCTCTAAATGCsGAGAATTAACTGAAATTCA
GGATsAGATCGG. .. .CG.TGTTTT.TCCCGCCCGTCGCGAACATTATGCCTCTAAATGCsGAGAATTAACTGAAATTCA

: 4

AACACGCTTTGGGATTCAACTCCGCGGCCCACACGCAACCATGGCTGGCTTCCTAGGTGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGGTTCAACTCCGTGACCCACA--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTGCG
AACACGCTTTGGGACTCAACTCTGTGGCCCACA--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTCTG
AACACGCTTTGGGACTCAACTCTGTGGCCCACA--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTCTG
AACACGCTTTGGGACTCAACTCTGTGGCCCACA--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGACTCAACTCCGTGACCCACACTCAACCATGGCTGGCTTCCTAGGCGCATTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGATTCAACTCCGCGGCCCACACGCAACCATGGCTGGCTTCCTAGGTGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGATTCAACTCCGCGGCCCACACGCAACCATGGCTGGCTTCCTAGGTGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGACTCAACTCTGTGGCCCACT--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGACTCAACTCTGTGGCCCACA--CAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGACTCAACTCCGCGGCCCACACGCAACCATGGCTGGCTTCCTAGGTGCGTTCAGAGGCGTGTGCTCCG
AACACGCTTTGGGATTCAACTCTGCGGCCCACACGCAACCATGGCTGGCTTCCTAGGCGCGTTCAGAGGCGTGTGTTCAG
AACACGCTTTGGGuUSTCAACTCsGsGuCCCACs . .CAACCATGGCTGGCTTCCTAGGSGCUTTCAGAGGCGTGTGSTssG
AACACGCTTTGGGASTCAACTCsGsGuCCCACA. .CAACCATGGCTGGCTTCCTAGGSGCGTTCAGAGGCGTGTGCTCsG
AACACGCTTTGGGASTCAACTCsGsGGCCCACA. .CAACCATGGCTGGCTTCCTAGGSGCGTTCAGAGGCGTGTGCTCsG
AACACGCTTTGGGASTCAACTCsGsGGCCCACA. .CAACCATGGCTGGCTTCCTAGGSGCGTTCAGAGGCGTGTGCTCCG

AAATATGGCAGTCGCTCCGTGGACACGGACACCACCACTCTTCCAACTGTCCGCGACGACGCGCCAACAGCATGGACGAG
AAATATGGCAGTCGCTCCGTGGACAGGGACACCACCACTCGTCTAACTGCCCGCGACAACGCGCCAATAGCGTGGACGAC
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTC---CTGCCCGCGACGACGCGCCAACAGCATGGACGAC
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTC---CTGCCCGCGACGACGCGCCAACAGCATGGACGAC
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTCCAGCTGCCCGCGACGACGCGCCAACAGCATGGACGAC
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTCCAGCTGCCCGCGACGACGCGCCAACAGCATGGACGAC
AAATATGGCAGTCGCTCCGTGGACACGGACACCACCACTCTTCCAACTGCCCGCGACGACGCGCCAACAGCGTGGACGAA
AAATATGGCAGTCGCTCCGTGGACACGGACACCACCACTCTTCCAACTGCCCGCGACGACGCGCCAACAGCGTGGACGAA
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTCCAGCTGCCCGCGACGACGCGCCAACAGCATGGACGAC
ACTTATGGCAGTCGCTCCGTGGACACGGA---CACCACTCTTCCAGCTGCCCGCGACGACGCGCCAACAGCATGGACGAC
AAATATGGCAGTCGCTCCGTGGACACGGACACCACCACTCCTCCAACTGCCCGCGACGACGCGCCAACAGCATGGACGAG
AAATATGGCAATCGCTCCGTGGACACGGACACCACCACTCTTCCAACTGCCCGCGACGACGCGCCAACAGCGTGGACGAA
AssTATGGCAUTCGCTCCGTGGACASGGA. ..CACCACTCSTC. . .CTGsCCGCGACuACGCGCCAASAGCuTGGACGAs
AssTATGGCAGTCGCTCCGTGGACACGGA. . .CACCACTCSTC. . .CTGCCCGCGACGACGCGCCAACAGCUTGGACGAs
AssTATGGCAGTCGCTCCGTGGACACGGA. . .CACCACTCTTCsAuCTGCCCGCGACGACGCGCCAACAGCUTGGACGAS
AssTATGGCAGTCGCTCCGTGGACACGGA. . .CACCACTCTTCCAuUCTGCCCGCGACGACGCGCCAACAGCUTGGACGAS

. 5 . . . . : .
CGCGACCGGCGCCGGCACCGCCACC-——-—- GCGAGATCCCCGACAGCTCGGCGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGGCGCCGCCACCGCCACTGCGAGATCCCCGACAGCTCAGTGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGACACCGCCACC-————- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCA
CGCGACCGGCGCCGACACCGCCACC-——-—- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCA
CGCGACCGGCGCCGGCACCGCCACC-—-———- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCC
CGCGACCGGCGCCGACACCGCCACC-————-- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCA
CGCGACCGGCGCCGGCACCGCCACC-————- GCGAGATCCCCGACAGCTCGGCGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGGCACCGCCACC--———- GCGAGATCCCCGACAGCTCGGCGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGGCACCGCCACC-————- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCC
CGCGACCGGCGCCGGCACCGCCACC-————- GCGAGATCCCCAACAGCTCGGCGTCGCTGAACAGCGACCCGATGCCGCA
CGCGACCGGCGCCGGCACCGCCACC-————— GCGAGATCCCCGACAGCTCGGCGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGGCACCGCCACC-————- GCGAGATCCCCGACAGCTCGTCGTCGCTGAACCGCGACCTGATGCCGCG
CGCGACCGGCGCCGuUCuCCGCCACC...... GCGAGATCCCCuACAGCTCus sGTCGCTGAACSGCGACCsGATGCCGCs
CGCGACCGGCGCCGuUCACCGCCACC......GCGAGATCCCCUACAGCTCGGCGTCGCTGAACsSGCGACCsGATGCCGCs
CGCGACCGGCGCCGuUCACCGCCACC...... GCGAGATCCCCuACAGCTCGGCGTCGCTGAACSGCGACCsSGATGCCGCu
CGCGACCGGCGCCGGCACCGCCACC. ... .. GCGAGATCCCCuACAGCTCGGCGTCGCTGAACSGCGACCsGATGCCGCu

. . . 6 . . . .
ACGCAGTGCGGGCGCGCTCCGGCACCACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-—=—=======
ACGCAGTGCGGGCGCGCTC-~--CACTACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=====
ACGCAGTGCGGGTGCGCGCCGACACTACGAATGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-—==—======
ACGCAGTGCGGGTGCGCGCCGACACTACGAATGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=————
ACGCAGTGCGGGTGCGCGCCGGCACTACGACTGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=====
ACGCAGTGCGGGTGCGCGCCGGCACTACGACTGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAAGCACCACTCGG
ACGCAGTGCGGGCGCGCTCCGGCACCACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=————
ACGCAGTGCGGGCGCGCTCCGGCACCACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=====
ACGCAGTGCGGGTGCGCGCCGGCACTACGACTGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-—========
ACGCAGTGCGGGTGCGCGCCGGCACTACGACTGCCGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAAG-————=—————
ACGCAGTGCGGGCGCGCTCCGGCACCACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-————=====
ACGCAGTGCGGGCGCGCTCCGGCACCACGACCGCTGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG-—========
ACGCAGTGCGGGsSGCGCsC. . .CACSACGAssGCsGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAUG. c c e e e e o e
ACGCAGTGCGGGsSGCGCsCCGuUCACSACGAssGCsGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAUG. ¢ ¢ e e e e oo e
ACGCAGTGCGGGSGCGCsCCGUCACsSACGACSGCsGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG. e c e o e oo oo
ACGCAGTGCGGGSsGCGCsCCGGCACSACGACsSGCsGCCCCTCGGAAAAGAGCAGACACTCCTCCGACAGG. « « e e e e oo e

: . . . . 7 . .
———————— CACCGCTCGGCGGACCGACACCAATCGGCGGACAGGGACCGACACCGCCGCGGTCGCAAGAACTACGACTCG
———————— CACCGCTCGGCGGACCGACACCACTCGGCGGACAGGGACCAACACCGTCGCGGTCGCAAAAACTACGACTCG
———————— CACCACTCGGCGGACCGACACCAATCGGCGGACAGGGAAAGACACCGTCGCAGTCGCAAGAACTACGACTCG
———————— CACCACTCGGCGGACCGACACCAATCGGCGGACAGGGAAAGACACCGTCGCAGTCGCAAGAACTACGACTCG
———————— CACCACTCGGCGGACCGACACCAATCGGCGGACAGGGACAGACACCGTCGCAGTCGCAAGAACTACGACTCG
CGGACCGACACCACTCGGCGGACCGACACCAATCGGCGGACAGGGACAGACACCGTCGCAGTCGCAAGAACTACGACTCG
———————— CACCGCTCGGCGGACCGACACCAATCGGCGGACAGGGACCGACACCGCCGCGGTCGCAAGAACTACGACTCG
———————— CACCGCTCGGCGGACCGACACCAATCGGCGGACAGGGACCGACACCGCCGCGGTCGCAAGAACTACGACTCG
———————— CACCACTCGGCGGACCGACACCAATCGGCGGACAGGGACAGACACCGTCGCAGTCGCAAGAACTACGACTCG
———————— CACCACTCGGCGGACCGACACCACTCGGCGGACAGGGACAGACACCGTCGCAGTCGCAAGAACTACGACTCG
———————— CACCGCTCGGCGGACCGACACCAATCGGCGGACAGGGACCGACACCGCCGCGGTCGCAAGAACTACGACTCG
———————— CACCGCTCGGCGGACCGACACCAATCAGCGGACAGAGACCGACACCGTCGCGGTCGCAAGAACTACGACTCG
........ CACCuCTCGGCGGACCGACACCASTCuGCGGACAGUGASsSuACACCGsCGCuGTCGCAAUAACTACGACTCG
eeeeeessCACCUCTCGGCGGACCGACACCASTCGGCGGACAGGGASSGACACCGSsCGCuGTCGCAAGAACTACGACTCG
........ CACCuCTCGGCGGACCGACACCAATCGGCGGACAGGGACSGACACCGsCGCuGTCGCAAGAACTACGACTCG
........ CACCuCTCGGCGGACCGACACCAATCGGCGGACAGGGACSGACACCGsCGCuGTCGCAAGAACTACGACTCG

. . : . . . . 8
CACCCGTCGCGCAAGAACCGCGACTACGAGCGGGCAGACTACCAGGGATACCCCTCACAAACCCACCCAGACGCCCCCGC
CACCCGTCGCGCAAGAACCGCAACCACGAGCGGGCAGACTACCAAAGACACCCCTCTCAAACCCACCCAGACGCCCCCGC
CACCCGTCGCGCAGGAACCGCAACTACGAGCGGGAAGACTACCAGAGACACCCCCTCACAAACCCACCCA---GCCCceceae

6400

6480

6560

6640

6720

6800
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Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl

Orf virus NP
consensus/100%
consensus/90%
consensus/80%
consensus/70%

98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
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Orf virus GO

Orf virus B029
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24.1%
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98.1%
98.6%
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consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
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98.8%
91.8%
78.5%
77.2%
24.1%

cov

Oorf virus_OV-SA00 NC_005336.1 115015-122053 100.0%

Orf virus D1701
Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

Orf virus_ ¥YX

Orf virus GO

Orf virus B029
Orf virus IHUMI-1
Orf virus_ SJl
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consensus/70%

98.3%
97.9%
98.1%
98.6%
98.5%
98.1%
98.8%
91.8%
78.5%
77.2%
24.1%

cov

Orf_virus OV-SA00_NC_005336.1 115015-122053 100.0%

Orf virus D1701

Orf virus NAl-11
Orf virus OV-HN3 12
Orf virus_ OV-IA82
Orf virus NZ2

98.3%
97.9%
98.1%
98.6%
98.5%

87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%

6801

6881

6961

7041

7121

7201

CACCCGTCGCGCAGGAACCGCAACTACGAGCGGGAAGACTACCAGAGACACCCCTCACAAACCCACCCA-~--GCCCCCGC
CACCCGTCGCGCAGGAACCGCAACTACGAGCGGGCGGACTACCAGAGACATCCCTCACAGACCCACCCAGAAGCCCCCGC
CACCCGTCGCGCAGGAACCGCAACTACGAGCGGGCGGACTACCAGAGACACCCCTCACAAACCCACCCAGACGCCCCCGC
CACCCGTCGCGCAAGAACCGCAACTACGAGCGGGCAGACTACCAGGGACACCCCTCACAAACCCACCCAGACGCCCCCGC
CACCCGTCGCGCAAGAACCGCAACTACGAGCGGGCAGACTACCAGGGACACCCCTCACAAACCCACCCAGACGCCCCCGC
CACTCGACGCGCAGGAACCGCAACTACGAGCGGGCGGACTACCAGAAACATCCCTCACAGACCCACCCAGAAGCCCCCGC
CACC---CGCGCAGGAACCGCAACTACGAGCGGGTAGACTACCAGAGACATCCCTCACAGACCCGCCCAGAAGCCCCCGC
CACCCGTCGCGCAAGAACCGCGACTACGAGCGGGCAGACTACCAGGGATACCCCTCACAAACCCACCCAGACGCCCCCGC
CACCCGTCGCGCAAGAACCGCAACTACGAGCGGGCAGACTACCAGGGACACCCCTCACAAAACCACCCAGACGCCCCCGC
CACs...CGCGCAUGAACCGCuACsACGAGCGGGSuUGACTACCAUuUuUAsAsCCCTCsCAuAsCCuCCCA. . .GCCCCCGC
CACCCGsCGCGCAUGAACCGCuACTACGAGCGGGSuGACTACCAGUGASASCCCTCACAUACCCACCCA. . .GCCCCCGC
CACCCGTCGCGCAUGAACCGCAACTACGAGCGGGSUGACTACCAGUGACASCCCTCACAUACCCACCCAGASGCCCCCGC
CACCCGTCGCGCAUGAACCGCAACTACGAGCGGGCAGACTACCAGUGACACCCCTCACAAACCCACCCAGASGCCCCCGC

GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCTGACC
GCAGACCTCGACGCTCAAAGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCAAACATCACTACGAGACCCCCGACC
GCAGAGTTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACTTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTAAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACACCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACACCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACTAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGAsSTCGACGCTCAAUGTGACCTCCCTsAGCACSAGCTGCAGCACCCTGTCCsAACASCACTACGAGACCCCsGACC
GCAGACSTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACASCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC
GCAGACCTCGACGCTCAAGGTGACCTCCCTCAGCACCAGCTGCAGCACCCTGTCCCAACATCACTACGAGACCCCCGACC

. 9 . . . . : .
ACGTCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGCTCCCCCCTTGCGCGGACCTTGCGCTCCCCCCGCTCGCCATG
ACATCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGGCTCCCCCTCGCGCGGACCTCGCGCTCCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACAGTCGCGGGGCGTCGGCTCCCCTTCGCGCGGACCTCGCGCTTCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACAGTCGCGGGGCGTCGGCTCCCCTTCGCGCGGACCTCGCGCTTCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACGGTCGCGGGGCGTCGGCTCCCCCTCGCGCGGACCTCGCGCTCCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACAGTCGCGGGGCGTCGGCTCCCCCTCGCGCGGACCTCGCGCTCCCCCCGCTCGCCATG
ACGTCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGCTCCCCCCTTGCGCGGACCTTGCGCTCCCCCCGCTCGCCATG
ACATCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGCTCCCCCCTTGCGCGGACCTTGCGCTCCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACAGTCGCGGGGCGTTGGCTCCCCCTCGCGCGGACCTCGCGCTCCCCCCGCTCGCCATG
ACATCTACGACATCCCGGAAGACAGTCGCGGGGCGTCGGCTCCCCCTCGCGCGGACCTCGCGCTCCCCCCGCTCGCCATG
CCGTCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGCTCCCCCCTTGCGCGGACCTTGCGCTCCCCCCGCTCGCCATG
ACGTCTACGACGTCCCGGAAGACAGTCGCGGGGCGTCGCCCCCCCCTTGCGCGGACCTTGCGCTCCCCCCGCTCGCCATG
SCuUTCTACGACUTCCCGGAAGACUGTCGCGGGGCGTsGsssCCCCsTsGCGCGGACCTsGCGCTsCCCCCGCTCGCCATG
ACUuTCTACGACUTCCCGGAAGACAGTCGCGGGGCGTCGsssCCCCsTsGCGCGGACCTsGCGCTsCCCCCGCTCGCCATG
ACuTCTACGACUTCCCGGAAGACAGTCGCGGGGCGTCGsssCCCCCTsGCGCGGACCTsGCGCTCCCCCCGCTCGCCATG
ACuTCTACGACUTCCCGGAAGACAGTCGCGGGGCGTCGsssCCCCCTsGCGCGGACCTsGCGCTCCCCCCGCTCGCCATG

. . . (0] . . . .
CCCAACTCCAAGCCCTCGCGCCGCATGCGCCCGGCGTCCATGAGCGACTTCCCAATGAAGCACTGTGGCGCCAGCAAACC
CCCAACTCCAAGCCCTCGCGCCGCGTGCGCCCGGCGTCCATGAACGACTGCCCGATAAAGCACTGCGGCGCCAGCAGACC
CCAAAATCCAAGCACCCGCGCCGCATGCGCCCGGCTTCCATGAACGACTGCCTGATGACGCACCGCGGCGCCGGCAAACC
CCAAAATCCAAGCACCCGCGCCGCATGCGCCCGGCTTCCATGAACGACTGCCTGATGACGCACCGCGGCGCCGGCAAACC
CCCAAATCCAAG---CCGCGCCGCACGCGCCCGGCGTCCATGAACGACTGCCTGATGAAGCACTGCGGCGCCGGCAGACC
CCCAAATCCAAG---CCGCGTCGCACGCGCCCGGCGTCCATGAACGACTGCCTGATGAAGCACTGCGGCGCCGGCAGACC
CCCAACTCCAAGCCCTCGCGCCGCATGCGCCCGGCGTCCATGAGCGACTTCCCAATGAAGCACTGCGGCGCCAGCAAACC
CCCAACTCCAAGCCCTCGCGCCGCATGCGCCCGGCGTCCATGAGCGACTTCCCAATGAAGCACTGCGGCGCCAGCAAACC
CCCAAATCCAAG---CCGCGCCGCATGCGCCCGGCGTCCATGAACGACTGCCTGATGAAGCACTGCGGCGCCGGCAGACC
CCCAAATCCAAG---CCGCGCCGCACGCGCCCGGCGTCCATGAACGACTGCCTGATGAAGCACTGCGGCGCCGGCAGACC
CCCAACTCTAAGCCCTCGCGCCGCATGCGCCCGGCGTCCATGAGCGACTTCCCAATGAAGCACTGTGGTGCCAGCAAACC
CCCAACTCCAAGCCCTCGCGCCGCATGCGCCCAGCGTCCATGAGCGACTTCCCAATGAAGCACTGCGGCGCCAGCAAACC
CCsAASTCsAAG. . .SCGCGsCGCusGCGCCCuGCSTCCATGAUCGACTsCCsuATuAsGCACsGsGGsGCCuGCAuACC
CCsAASTCCAAG. . . SCGCGCCGCAsGCGCCCGGCsTCCATGAUCGACTsCCsuATGASGCACsGsGGCGCCuGCAuUACC
CCCAASTCCAAG. . .SsCGCGCCGCAsGCGCCCGGCGTCCATGAUCGACTsCCsuATGAAGCACTGCGGCGCCuGCAuUACC
CCCAASTCCAAG. . . sSCGCGCCGCATGCGCCCGGCGTCCATGAUCGACTsCCsuATGAAGCACTGCGGCGCCuGCAuUACC

. . . . 1 . .
CAACCTCCAAGACGACATATGCACACTATGCACTGATATAGAGACACAACTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAAGCGACATATGCACACTGTGCACTGATATAGAGACACAGCTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGATATATGCACACTATGCACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGATATATGCACACTATGCACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGCACTGATATAGAGACACAGCTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGCGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGTACTGATATAGAGACACAGCTGAGTGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAUUCGASATATGCACACTUTGSACTGATATAGAGACACAUCTGAGSGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGASATATGCACACTATGSACTGATATAGAGACACAGCTGAGSGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGSACTGATATAGAGACACAGCTGAGSGCACTAGAGAAGTCTCTGGAGTCAG
CAACCTCCAAGACGACATATGCACACTATGSACTGATATAGAGACACAGCTGAGSGCACTAGAGAAGTCTCTGGAGTCAG

. . : . . . . 2
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACACTACTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTACTCGCCACGCGAGCAGCAAACATCGGCAACAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACCTTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACACTACTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACACTACTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACATTGCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACACTACTCGCCACGCGAGCAGCAAACATTGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACACTACTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACssTuCTCGCCACGCGAGCAGCAAACATsSGGCAUCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACASTuCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACASTUCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT
AGCTCAACTTCTATCGTCGCTACATACAAGACACTAAGACASTUCTCGCCACGCGAGCAGCAAACATCGGCAGCAAAGCT

CTGATCTACACCAACGACTACAACAACAGTGGCAACGTCGGCGAAGAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCAACGACTACAACGACAGTGGCAACGTCTGTGAAAAGGAGCACTGCTCGGAGGAGTGCTGCAGAGTGGA
CTGATCTACACCGACGACTACAACGACAGTGGCAACGTCGGCGAAGGGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCGACGACTACAACGACAGTGGCAACGTCGGCGAAGGGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCGACGACTACAACGGCAGTGGCAACGTCGGCGAAGGGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCGACGACTACAACGGCAGTGGCGACGTCGGCGAAAAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA

6880

6960

7040

7120

7200

7280



7 Orf virus_Y¥X 98.1%
8 Orf virus GO 98.8%
9 Orf virus B029 91.8%
10 Orf virus_ IHUMI-1 78.5%
11 Orf virus_ SJl1 77.2%
12 Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%
cov
1 Orf virus OV-SA00 NC 005336.1 115015-122053 100.0%
2 Orf virus D1701 98.3%
3 Orf virus NAl-11 97.9%
4 Orf virus_ OV-HN3 12 98.1%
5 Orf virus OV-IAS82 98.6%
6 Orf virus NZ2 98.5%
7 Orf virus_ YX 98.1%
8 Orf virus GO 98.8%
9 Orf virus B029 91.8%
10 Orf virus IHUMI-1 78.5%
11 Orf virus_ SJl1 77.2%
12 Orf virus NP 24.1%
consensus/100%
consensus/90%
consensus/80%
consensus/70%

95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

pid 7281
100.0%
88.3%
87.5%
87.2%
88.5%
88.2%
95.5%
96.4%
81.7%
70.9%
74.2%
23.5%

CTGATCTACACCAACGACTACAACAACAGTGGCAACGTCGGCGAAGAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCAACGACTACAACAACAGTGGCAACGTCGGCGAAGAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCGACGACTACAACGGCAGTGGCAACGTCGGCGAAGGGGAGCACTGCTCAGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCGACGACTACAACGGCAGTGGCGACGTCGGCGAAAAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCAACGACTACAACAACAGTGGCAACGTCGGCGAAGAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCAACGACTACAACAACAGTGGCAACGTCGGCGAAGAGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCuACGACTACAACUUCAGTGGCUACGTCsGsGAAUUGGAGCACTGCTCuGAGGAGTGCTGCAUAGTGGA
CTGATCTACACCuACGACTACAACUuUCAGTGGCuACGTCGGCGAAUUGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCuACGACTACAACUUCAGTGGCAACGTCGGCGAAUUGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA
CTGATCTACACCuACGACTACAACUUCAGTGGCAACGTCGGCGAAGUGGAGCACTGCTCGGAGGAGTGCTGCAAAGTGGA

. 3 . . . . :] 7351
GGAAGTTCTGTGAGAAAGCGTGTTTTTCTGTAATGTGAAATAAGAA--GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATAGGCCTTATGTGTGCACAAACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGCGCGTTTTTCTGTAATGTGAAATAAGAA--GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGCGCGTTTTTCTGTAATGTGAAATAAGAA--GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGTGCGTTTTTCTGTAATGTGAAATAAGATA-GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGCGCGTTTTTCTGTAATGTGAAATAAGAA--GCCTTATGTGTGAACAGACATGG
GGAAGTTCTGTGAGAAAGCGCGTTTTTCTGTAATGTGAAATAAGAA--GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGSGSGTTTTTCTGTAATGTGAAATAAGAS . . GCCTTATGTGTGsACAUACATGG
GGAAGTTCTGTGAGAAAGSGCGTTTTTCTGTAATGTGAAATAAGAS . . GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGSGCGTTTTTCTGTAATGTGAAATAAGAS . . GCCTTATGTGTGCACAGACATGG
GGAAGTTCTGTGAGAAAGSGCGTTTTTCTGTAATGTGAAATAAGAS . . GCCTTATGTGTGCACAGACATGG
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