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Appendix 1 Figure 1. Phylogenetic trees of HA segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue indicates subgroup B;

red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1.
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Appendix 1 Figure 2. Phylogenetic trees of PB1 segment of influenza A(H5N1) virus. Evolutionary
history was inferred using the maximum-likelihood method based on the GTR+G+I model (1). The tree
with the highest log likelihood is shown. The percentage of replicate trees in which the associated taxa
clustered together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar
represents number of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue

indicates subgroup B; red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1;
pink, Eurasian LPAI viruses.
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Appendix 1Figure 3. Phylogenetic trees of PA segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G+I model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue indicates subgroup B;
red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1.
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Appendix 1 Figure 4. Phylogenetic trees of NP segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G+I model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue indicates subgroup B;

red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1.
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Appendix 1 Figure 5. Phylogenetic trees of NA segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G+l model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue indicates subgroup B;

red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1.
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Appendix 1 Figure 6. Phylogenetic trees of PB2 segment of influenza A(H5N1) virus. Evolutionary
history was inferred using the maximume-likelihood method based on the GTR+G+| model (1). The tree
with the highest log likelihood is shown. The percentage of replicate trees in which the associated taxa
clustered together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar
represents number of substitutions per site. Evolutionary analyses were conducted in MEGAG6 (2). Blue
indicates subgroup B; red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1;

pink, Eurasian LPAI viruses.

Page 6 of 9



90, EPI ISL 270283 Ch'Subang/S4/2016 2016-01-22 MP
[ EP 1SL 270290 CSukabumiC S412016 2016-02:03 WP
EPIISL 270299 CSubang/S11/2016 2016-01-23MP
£P1 ISL 270304 CvSubang/S19/2016 2016-02-01 MP
£PIISL 270295 ChSubang/S7/2016 2016-01-25 P
EPI ISL 270292 ChVSubang/S3/2016 2016-01-25 MP

£P1 ISL 270309 Chindramayu/S25/2016 2016-02-15 MP

EP1ISL 270303 Ch/Subang'S18/2016 2016.01-31 MP
EP ISL 270306 DiIndramayw/S2212016 2016.02-09 MP

EPI ISL 270308 Chindramayu/S2472016 2016-02-11 NP
| EPi ISL 266800 CVMsjalengk08160070-001/2016 2016-03:25 MP
EPI ISL 270332 Qu/Purwakanta/S35/2016 2016-02-24 MP

EP ISL 270334 Chindramay/53912016 2016-03-16 MP
8] | EpIISL 270320 Chindramay/S46/2016 2016.-03-18 MP

EPI 1SL 270342 Qu/Subang/S62/2016 2016-10-03 MP.
EPI 1SL 270328 Mus Di/indramayw/CSU2016 2016-02-28 MP
EPI ISL 270296 CSubang/S8/2015 2015-12-31 MP
EPI ISL 270287 ChiSubang/S9/2016 2015-12.09 MP
EPI I5L 270305 Chiindramayw'S21/2016 2016-02-08 MP
EPI ISL 266802 ChSubang'08160018.002/2016 2016-01.08 MP
EPI ISL 270310 Cindramayw527/2016 2016-02-20 MP
EPIISL 270314 DK/Indramayw/S382016 2016-03-13 MP
|— EP1 151 270328 Mus DK/indramaywS2012016 2016-02.06 MP
EPI 1SL 270301 ChSubang'$14/2016 2016-01-28 MP
_’_ P ISL 270302 ChiSubang/S1572016 2016.01-29 WP
] EP1 15L 270313 Ch/PurwakartS 3472016 2016-02-22 MP
|—— EPI1SL 270291 Ch/SukabumiC S5/2016 2016-02:03 MP
|—— EP1 151 270322 Chindramayu/S50r2016 2016-04-05 MP
EPI ISL 266799 cagleldakarta Timur/20616-206-111/2016 2016.03.07 MP.
EL|

12

EP ISL 266801 CVKuningar/8160178-003/2016 2016-03-18 MP
90! EP1 ISL 266767 Mus DiuPekalongan/04160460/2016 2016-04-04 MP
EPI ISL 270333 ChvindramaywS3612016 2016-03-01 MP

89, EPI ISL 270312 ChindramaywS3012016 2016-02:25 MP
EPI ISL 270331 Mus DK/indramayw/S31/2016 2016.02-25 MP
EPI ISL 270338 Quiindramayw/S53/2016 2016-05-03 MP

99! EP1 15L 270324 Chindramayw5542016 2018-05-03 MP
) ISL 16002512016 2016-01-22 MP
EPIISL 284320 2412013 MP
EPI ISL 284319 EnviWest Java/Bisi37/2013 MP
EPIISL 150577 Indonesia/NIHRD1 104872011 MP
EPIISL 284315 Mus DK/East Java/S829/2012 MP
EP1 ISL 284316 Mus DKEast JavalLM7/2012 MP
521 EP ISL 284317 CvEast Java/BP21/2012 MP

2

EPIISL
| EP115L 8483 Indonesia/CDCB37/2006 2006-10-14 MP

EPHISL
EP1ISL 30644 ChContral Java’UT309172005 MP.
€1 1sL 150817 CrvpekslonganBBVWI2007 MP
EPIISL
bl EplIsL 7P
EP1ISL
EP1 5L 30650 ChVEsst JavalUTE034/2007 MP
o P! 1SL 30653 CIVEast JavalUTEO1772008 WP
EP (5L 30648 ChBanten'UTEO252008 MP

EPI ISL 11512 Chvindonesia/7/2003 MP

EPI ISL 30639 D/East Java'UT1107/2004 MP.

eprisL

EP1 ISL 30633 Ch/West Java/AUT1001/2003 MP

EP1 ISL 30636 CEast Kalimantan/UT 103572004 MP
EPIISL

EPIISL

EPI ISL 266809 ChvSamarang/04141225-07/2014 2
L] =y 1415982014 2

EPI ISL 266705 Di/Sxirap'07 1603363/2016 2016-04-04 MP
EPI ISL 266808 Dk/Sukoharjo/BBVW-1428-92012 2012.09-xx MP.

EPI ISL 266812 ChLampung Utar0316021812016 2016-03-03 MP

EP1 ISL 154971 Japanese white-eyeTaoyusn/Q454/2012 2012.07-12 MP.

EPI ISL 162442 hill myna/Hoilongiang/0704/2012 2012-07-04 MP

EP1 ISL 270311 DI 016 2016-02-25 MP.
EPI ISL 270339 16 2016-06-27 MP
EPI ISL 266703 ChLamangan/041604 18/2016 2016-03-30 MP
EP1 ISL 266806 DK 201603.28 MP

EPY ISL 270298 DK/ 2015-12-09 WP

3180217/2016 20160203 MP

EP1 ISL 268790 Dk/Lamonga
93, EPI ISL 270284 Dk/Subang
EPI ISL 270300 ChvSubar Y
EPI ISL 266805 ChvBanyuwor 6 2016-03-14 MP

EPI ISL 266796 C 512016 2016020 MP

Appendix 1 Figure 7. Phylogenetic trees of MP segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G+I model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGA®G (2). Blue indicates subgroup B;
red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1.
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Appendix 1 Figure 8. Phylogenetic trees of NS segment of influenza A(H5N1) virus. Evolutionary history
was inferred using the maximum-likelihood method based on the GTR+G+I model (1). The tree with the
highest log likelihood is shown. The percentage of replicate trees in which the associated taxa clustered
together in the bootstrap test (1,000 replicates) is shown next to the nodes. Scale bar represents number
of substitutions per site. Evolutionary analyses were conducted in MEGAG (2). Blue indicates subgroup B;

red, subgroup A; purple, strains of clade 2.3.2.1c; green, clade 2.1.3.2a H5N1,; pink, Eurasian LPAI
viruses.
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