
The ongoing coronavirus disease (COVID-19) pan-
demic presents a massive challenge for healthcare 

systems globally (1,2). Rapid case-finding and patient 
isolation are crucial to limit transmission and avoid 
exceeding capacity limits of critical healthcare infra-
structures. Therefore, the World Health Organiza-
tion (WHO) (3) strongly advocates a large and rapid 
increase of global testing capacities to detect severe 
acute respiratory syndrome coronavirus 2 (SARS-
CoV-2) RNA (2,4). This task is enormous, in particular 
in resource-poor settings without widespread avail-
ability of microbiological laboratories and, even more 
so, specialized virologic laboratories. For example, al-
though other outbreaks such as the 2014–2016 Ebola 
epidemic in West Africa triggered substantial invest-
ments into surveillance and preparedness, many hos-
pitals, clinics, and laboratories in sub-Saharan Africa 
were already operating at maximum capacity before 
the COVID-19 pandemic (5). Consequently, the WHO 
Joint External Evaluation reports suggest that the 
ability to respond to an international health hazard, 
such as the importation of an infectious disease like 
COVID-19, requires almost universal laboratory im-
provement across sub-Saharan Africa (6).

With one quarter of the world’s population in-
fected with bacteria belonging to the Mycobacterium 
tuberculosis complex (MTBC), tuberculosis (TB) still 
represents a major global health threat (7). Substantial 
efforts have been made to scale-up highly sensitive 
and specific molecular diagnostic systems in high- 
and low-resource settings, which greatly improved 
TB care globally (8). Strategies included program-
matic implementation of (near) point-of-care, easy-
to-handle testing systems, such as the cartridge-based 
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In many settings, the ongoing coronavirus disease  
(COVID-19) pandemic coincides with other major public 
health threats, in particular tuberculosis. Using tuberculosis 
(TB) molecular diagnostic infrastructure, which has substan-
tially expanded worldwide in recent years, for COVID-19 
case-finding might be warranted. We analyze the potential of 
using TB diagnostic and research infrastructures for severe 
acute respiratory syndrome coronavirus 2 (SARS-CoV-2) 
testing. We focused on quality control by adapting the 12 
Quality System Essentials framework to the COVID-19 and 
TB context. We conclude that diagnostic infrastructures for 
TB can in principle be leveraged to scale-up SARS-CoV-2 
testing, in particular in resource-poor settings. TB research 
infrastructures also can support sequencing of SARS-CoV-2 
to study virus evolution and diversity globally. However, fun-
damental principles of quality management must be fol-
lowed for both TB and SARS-CoV-2 testing to ensure valid 
results and to minimize biosafety hazards, and the continuity 
of TB diagnostic services must be guaranteed at all times.
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GeneXpert (Cepheid, https://www.cepheid.com) 
platform (8,9). In addition, high-throughput PCR in-
struments are in use mostly at large central laborato-
ries, in particular those also offering HIV and hepa-
titis viral load testing (10). Because TB diagnosistic 
infrastructures offer high spatial coverage, preexist-
ing supply chains and clinical networks, staff trained 
to work with airborne pathogens, and the availability 
of analytical and biosafety equipment, leveraging the 
potential of these systems for SARS-CoV-2 testing is 
tempting. In fact, guidance has recently been issued 
by WHO (11) and the Stop TB Partnership (7). How-
ever, although rapid action is needed, we believe that 
quality must not be sacrificed for speed. We examined 
what efforts are needed to allocate molecular testing 
capacity to SARS-CoV-2 case-finding and research in 
laboratories usually dealing with TB and how the es-
sentials of quality control apply in this context.

Establishing SARS-CoV-2 Testing Capacity for 
Routine Patient Care
We studied the availability of SARS-CoV-2 assays on 
analytical platforms commonly used in TB laborato-
ries of different service levels, that is, at the point of 
care, at peripheral testing sites, at intermediate labo-
ratories, and at central laboratories (Appendix Table 
1, https://wwwnc.cdc.gov/EID/article/26/11/20-
2602-App1.pdf) (12). It is evident that these ap-
proaches differ considerably with respect to setting, 
sample throughput, and hands-on time. For design-
ing a SARS-CoV-2 testing strategy for a TB laborato-
ry, we suggest considering 5 aspects: availability of 
hardware and consumables, expected throughput, 
distance between sampling sites and the laboratory, 
available personnel and their qualification levels, 
and pricing. For example, clearly a rapid testing re-
sponse would ideally rely on existing instruments. 
In this regard, using GeneXpert instruments, which 
are available at many TB laboratories, is an obvious 
consideration. In addition, the Xpert Xpress SARS-
CoV-2 testing cartridge, which has received US Food 
and Drug Administration (FDA) emergency use ap-
proval, is available through the Global Drug Facility 
of the Stop TB Partnership, albeit with a lead time of 
several months and at a price of $19.80 USD, which 
might still be too high to allow high-throughput test-
ing (13,14). Also, in many district laboratories, single 
4-slot GeneXpert instruments are used for TB diag-
nostics, which will easily be overwhelmed by a com-
munity screening program for SARS-CoV-2, putting 
at risk both COVID-19 and TB response. More-
over, although prior experience with GeneXpert 
is beneficial, additional training on interpretation 

of the Xpert SARS-CoV-2 assay results will be re-
quired. For example, unlike Xpert MTB/RIF, the 
Xpert SARS-CoV-2 assay might yield a presumptive 
positive result calling for a reflex testing algorithm 
made available for such cases. Furthermore, in some 
low-resource settings, PCR-based tests are still only 
available at central laboratories far away from pri-
mary or secondary healthcare facilities. These poten-
tial complications would increase turnaround time 
even with a relatively quick and easy test. Labora-
tories intending to offer SARS-CoV-2 testing must 
therefore thoroughly evaluate whether the avail-
able instruments will meet current and expected 
demands. This task is challenging because sample 
numbers might quickly increase, for example, be-
cause of the dynamics of the epidemic or through 
changes in testing policies, or decrease, for example, 
because of additional laboratory capacity becoming 
available elsewhere.

Similar considerations apply to staffing re-
sources. Although in-house PCRs are comparably 
cheap and flexible because PCR chemistry of differ-
ent manufacturers can be used, they are technically 
more demanding to perform than cartridge-based 
tests. Rigorous process control and higher opera-
tor skill levels are required to minimize cross-con-
tamination, sample mixups, and PCR failures. In 
contrast, cartridge-based systems offer ease of use 
and rapid results at the cost of being dependent on 
a single manufacturer for reagent resupplies and 
instrument maintenance. Because countries have 
been bidding against each other for limited test re-
agents, low-resource countries with limited local 
funding might have concerns about their ability 
to procure enough tests. WHO, together with the 
United Nations and other international organiza-
tions, have recently set up a Global Supply Chain 
Task Force to secure SARS-CoV-2 tests produced 
by several manufacturers at negotiated prices for 
low- and middle-income countries (3).

Consideration of changing testing demands for 
TB during the ongoing SARS-CoV-2 pandemic also is 
important. For instance, at a national reference labo-
ratory level, we experienced a decrease in samples 
sent for culture-based TB testing during the 12-week 
period of mid-March through mid-June, whereas re-
quests for molecular TB testing increased. This pat-
tern is likely because peripheral laboratories focused 
their own capacities on SARS-CoV-2 PCRs. Labora-
tory managers tasked to allocate workforce to SARS-
CoV-2 testing need to consider potentially changing 
TB testing demands to guarantee the uninterrupted 
availability of TB diagnostic services at all times.
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Biosafety and the 12 Quality System Essentials
Achieving, maintaining, and improving accuracy, 
timeliness and reliability of test results are key deliv-
erables of diagnostic laboratories. As is the case for 
TB, late or false-negative SARS-CoV-2 test results will 
lead to delays in or even preclude correct diagnosis, 
jeopardizing timely isolation and prevention of trans-
mission. In turn, false-positive tests will waste public 
health resources, will lead to incorrect epidemiologic 
data, and might even lead to patient stigmatization. 
Quality control is a cornerstone of safe, consistent, re-
liable diagnostics, and many studies and frameworks 
outline the structure of quality-management systems 
suitable for diagnostic laboratories (15–18).

We used the laboratory quality-management sys-
tem guidance issued jointly by WHO, the US Centers 
for Disease Control and Prevention, and the Clinical 
and Laboratory Standards Institute to deduce criti-
cal interventions and management tasks required to 
expand the diagnostic workflow of TB laboratories 
to SARS-CoV-2 testing in a quality-controlled man-
ner (18). Based on International Organization for 
Standardization document 15189 and Clinical and 
Laboratory Standards Institute document GP26-A3, 
the 12 Quality System Essentials approach is cen-
tered on 12 interlinked topics: organization, person-
nel, equipment, purchasing and inventory, process 
control, information management, documents and 
records, occurrence management, assessment, pro-
cess improvement, stakeholder service, and facilities 
and safety. All 12 topics have practical implications 
relevant to the context of successfully implementing 
SARS-CoV-2 testing in TB laboratories (Appendix Ta-
ble 2). When considering the 12 Quality System Essen-
tials, we found that making the necessary changes to 
the analytical workflow is just one piece in the puzzle. 
In fact, several additional steps are needed, ranging 
from staff training (e.g., on sample collection for CO-
VID-19 testing, which differs from coaching patients 
to produce sputum, and the definition and review 
of meaningful quality indicators) to participation in 
SARS-CoV-2 proficiency testing and anticipation of 
strategies for management of nonconformities. Fur-
thermore, biosafety procedures will need to be care-
fully scrutinized, and staff instructions will need to 
be adapted in a concise, practical, and easy-to-under-
stand manner. Procedures such as performing virus 
propagation, virus isolation, or neutralization assays 
should be performed only by competent personnel 
under Biosafety Level 3 conditions, ruling out such 
work at peripheral laboratories and in many resource-
poor settings. WHO has summarized its biosafety rec-
ommendations for working with SARS-CoV-2 (19).

Using TB Infrastructure for Research  
on SARS-CoV-2
Although research requiring propagative work with 
SARS-CoV-2 will likely be beyond the scope of most 
dedicated TB laboratories, even when equipped with 
fully operational Biosafety Level 3 facilities, the TB 
community is strongly influenced by progress in 
next-generation sequencing (NGS), a technology 
that is also in heavy demand for research on SARS-
CoV-2. Prime examples for the application of NGS 
in the TB field are the prediction of drug resistance 
from genome sequencing of clinical isolates (which 
can potentially also be performed directly from clini-
cal samples), evolutionary studies looking into the 
adaptation of MTBC strains in response to antibi-
otic treatment, and the use of genome sequencing to 
trace local, regional, and national transmission or for 
cross-border molecular surveillance (8,20–23). Over 
the past few years, the potential of NGS technologies 
to replace time-consuming and complex-to-perform 
phenotypic techniques for resistance testing of MTBC 
isolates became more evident (21,24). Accordingly, 
WHO has released a technical guide on the use of 
NGS for the detection of resistance-associated muta-
tions in MTBC strains (25), and some countries, such 
as the United Kingdom, have already shifted their 
TB diagnostic and surveillance approach to NGS, 
including substantial investments in hardware and 
bioinformatics infrastructure (26). In addition, NGS 
facilities are increasingly established in settings with 
high TB prevalence, including implementation of lab-
oratory workflows with data analysis pipelines and 
quality-control procedures, in line with the 12 Qual-
ity System Essentials (18). In parallel to workflow and 
infrastructure set up, intensive training of technical 
and academic personnel is ongoing, for example, 
through a network dedicated to the application of se-
quencing technologies for the fight against resistant 
TB in high-incidence settings (SeqMDR TB_NET), 
which supports the implementation of NGS tech-
nologies in Kyrgyzstan, Moldova, Namibia, Mozam-
bique, and Eswatini (https://ghpp.de/en/projects/
seqmdrtb-net). These sequencing capacities, which 
are embedded in local and international clinical and 
epidemiologic research networks, are in principle 
suited to address urgent research questions related 
to the COVID-19 epidemic, such as establishing key 
epidemiologic, clinical, and virologic characteristics 
of the pathogen and, in particular, defining its abil-
ity to spread in humans. Several sequencing proto-
cols, such the ARTICnetwork nCoV-2019 protocol 
(https://artic.network/ncov-2019), have been devel-
oped for NGS of SARS-CoV-2 (27). Virus sequencing 
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has been used early in the epidemic to understand 
the origin, spread, and evolution of SARS-CoV-2 in 
different regions of the world as well as for outbreak 
investigations (28–31). SARS-CoV-2 sequences are 
also collected by online tools that enable a prospec-
tive monitoring of the virus spread and evolution on 
the global level. For example, 4,397 genomes sampled 
during December 2019–August 2020 are archived in 
the GISAID online hCoV-19 database (https://www.
gisaid.org/epiflu-applications/next-hcov-19-app). 
Virus sequencing will be crucial in the next phase 
of the COVID-19 pandemic for population-based 
surveillance and control of viral transmission (e.g., 
by allowing a precise understanding of the regional 
spread of the virus in relation to time, place, human 
migration, and other determinants) (32).

Another important aspect is the influence of co-
infection with TB (and also with HIV) on the epide-
miologic, clinical, virologic and immunological trajec-
tory of COVID-19, and vice versa, in high-incidence 
settings as we observe the collision of 3 global pan-
demics with unpredicted outcomes. Moreover, with 
a renewed global focus on active case-finding in TB 
programs, resources dedicated for COVID-19 com-
munity-based research, such as household contact 
tracing or seroprevalence surveys, could easily be 
linked to programs to test for TB as well, providing 
a gateway for training, capacity building, and future 
TB research. However, as is the case for the capacity 
of TB diagnostic services, careful planning and close 
collaboration between the TB, HIV, and COVID-19 
research communities will be crucial not to overbur-
den these infrastructures, especially in resource-poor 
settings. In addition, strong political will and support 
for research communities are essential, especially in 
low- and middle-income settings, to advocate for and 
allocate resources needed to investigate these coin-
ciding pandemics.

Conclusion
TB laboratories can be an important resource to in-
crease the global capacity for SARS-CoV-2 diagnos-
tic testing and research. However, expanding their 
scope to the detection of a viral pathogen warrants 
careful planning. Challenges will be different for pe-
ripheral, intermediate, and central-level laboratories 
and can relate to any of the 12 Quality System Es-
sentials we have outlined. Despite the availability of 
SARS-CoV-2 assays on all major molecular TB test-
ing systems, careful capacity planning is crucial to 
match the local demand, operator skills, and fund-
ing available. Mitigating the risk for supply chain 
interruptions is another key management task, and 

establishing >1 SARS-CoV-2 test is advisable to 
guarantee service continuity. The diagnostic indus-
try is challenged to manufacture SARS-CoV-2 tests 
without deprioritizing production of reagents need-
ed to test for TB, HIV, and malaria. In addition, con-
cerns exist about TB case-finding and culture-based 
diagnostics being impaired by the ongoing SARS-
CoV-2 pandemic, as has been shown in a rapid as-
sessment by the Stop TB Partnership (33). Likewise, 
a recent modeling analysis showed a 70% drop in 
the probability of TB diagnosis per visit to a health-
care provider because of reduced laboratory capac-
ity and availability of healthcare staff secondary to 
the COVID-19 pandemic in countries such as India, 
Kenya, and Ukraine (34). Consequently, although 
leveraging the globally available TB diagnostic and 
research infrastructures is a powerful strategy to in-
crease SARS-CoV-2 testing capacity and to elucidate 
some of the open research questions that have arisen 
during the ongoing SARS-CoV-2 pandemic, care 
must be taken that TB services are not disrupted at 
any time during the COVID-19 response.

Acknowledgments
We thank Tanja Niemann, Mènie Wiemer, Daniela Sievert, 
and Anne Witt for excellent technical support in  
establishing SARS-CoV-2 testing; Svenja Reucher and 
Marc Lütgehetmann for providing control samples used  
to validate the SARS-CoV-2 assays established in our  
laboratory; Claudia Denkinger, Soudeh Ehsani, members 
of the WHO European Laboratory Initiative, Carl-Michael 
Nathanson, and the World Health Organization  
Supranational Tuberculosis Reference Laboratory  
network for helpful discussions on the topic; and  
colleagues at Research Centre Borstel for ensuring  
continuity of TB diagnostic services, for continuously  
committing to patient care, and for volunteering to  
support the diagnostic laboratory with time and equipment. 

The German Ministry of Health provided rapid funding 
under the MetaCorDia and CoroDia grants to S.N.  
and F.P.M.

Author contributions: This article is based on a review of 
the SARS-CoV-2 diagnostic landscape performed by S.H. 
and L.P., both senior postdoctoral scientists at Research 
Centre Borstel, and D.H. and M.K., prior to allocating  
part of the diagnostic capacity at the National and  
Supranational Reference Laboratory for Mycobacteria in 
Borstel, Germany, to SARS-CoV-2 testing. Further  
contributions were made by M.K., S.A., R.J., G.G., M.C., 
and F.P.M. with respect to available tests, best practices for 
quality control, and biosafety. S.N. is leading the genome 
sequencing unit at Research Centre Borstel and drafted the 

2552	 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 26, No. 11, November 2020



TB Laboratories for Rapid COVID-19 Case-Finding

discussion on tuberculosis and COVID-19 research.  
F.P.M., a clinical microbiologist and head of the  
Supranational Reference Laboratory, was responsible 
for the overall project design. S.H., L.P., S.N., and F.P.M. 
wrote the manuscript. All authors approved the final  
version of the manuscript.

About the Authors
Dr. Homolka is a senior postdoctoral scientist at Research 
Centre Borstel whose primary research interests include 
the analysis of the host–pathogen interaction in  
tuberculosis. Dr. Paulowski is a senior postdoctoral  
scientist at Research Centre Borstel whose primary  
research interests include diagnostic mycobacteriology and 
the development of optimized diagnostic workflows.

References
  1.	 Gates B. Responding to Covid-19—a once-in-a-century 

pandemic? N Engl J Med. 2020;382:1677–9. https://doi.org/ 
10.1056/NEJMp2003762

  2.	 World Health Organization. Coronavirus disease 2019. 2020 
[cited 2020 May 6]. https://www.who.int/emergencies/ 
diseases/novel-coronavirus-2019

  3.	 WHO Health Emergencies Programme. COVID-19 supply 
chain system: requesting and receiving supplies. Health 
emergencies preparedness and response 2020. 2020 [cited 
2020 May 6]. https://www.who.int/publications/m/item/
covid-19-supply-chain-system-requesting-and-receiving-
supplies

  4.	 World Health Organization. COVID-19 strategy update (as 
of 14 April 2020). Geneva: The Organization; 2020 [cited 2020 
May 6]. https://apps.who.int/iris/handle/10665/332019

  5.	 Kapata N, Ihekweazu C, Ntoumi F, Raji T, Chanda-Kapata P, 
Mwaba P, et al. Is Africa prepared for tackling the  
COVID-19 (SARS-CoV-2) epidemic. Lessons from past 
outbreaks, ongoing pan-African public health efforts, and 
implications for the future. Int J Infect Dis. 2020;93:233–6. 
https://doi.org/ 10.1016/j.ijid.2020.02.049

  6.	 World Health Organization. WHO African Region: JEE  
mission reports. 2020 Jan 8 [cited 2020 May 6]. https://www.
who.int/ihr/procedures/mission-reports-africa

  7.	 Stop TB Partnership. Considerations for selection of  
SARS-CoV-2 diagnostics and potential multiplexing:  
a perspective to ensure continuity of care for people with TB. 
2020 [cited 2020 Apr 15]. http://stoptb.org/assets/ 
documents/covid/Considerations%20for%20selection%20
of%20SARS-CoV-2%20diagnostics.pdf

  8.	 Dheda K, Gumbo T, Maartens G, Dooley KE, Murray M, 
Furin J, et al.; Lancet Respiratory Medicine Drug-Resistant 
Tuberculosis Commission Group. The Lancet Respiratory 
Medicine Commission: 2019 update: epidemiology, 
pathogenesis, transmission, diagnosis, and management of 
multidrug-resistant and incurable tuberculosis. Lancet  
Respir Med. 2019;7:820–6. https://doi.org/10.1016/ 
S2213-2600(19)30263-2

  9.	 Cepheid. Cepheid | Xpert® Xpress SARS-CoV-2 has  
received FDA Emergency Use Authorization. 2020 [cited 
2020 May 6]. https://www.cepheid.com/coronavirus

10.	 World Health Organization. Considerations for adoption and 
use of multidisease testing devices in integrated laboratory 

networks. Geneva: The Organization; 2017 [cited 2020 May 
6]. https://apps.who.int/iris/handle/10665/255693

11.	 World Health Organization. Tuberculosis and COVID-19. 
COVID-19: considerations for tuberculosis (TB) care. Geneva: 
The Organization; 2020 [cited 2020 May 6]. https://www.
who.int/docs/default-source/documents/tuberculosis/
infonote-tb-covid-19.pdf

12.	 World Health Organization. Laboratory services in TB 
control, part I: organization and management. Geneva: The 
Organization; 1998 [cited 2020 May 6]. https://apps.who.
int/iris/bitstream/handle/10665/65942/WHO_TB_98.258_
(part1).pdf

13.	 Treatment Action Group. Fair pricing for Cepheid Xpert 
Tests (COVID-19, HIV, TB, HCV). 2020 Apr 3 [cited 2020 
May 12]. https://www.treatmentactiongroup.org/webinar/
fair-pricing-for-cepheid-xpert-tests-covid-19-hiv-tb-hcv

14.	 Stop TB Partnership. GDF diagnostics catalog. Geneva: 
United Nations Office for Project Services; 2020 [cited 2020 
May 6]. http://www.stoptb.org/assets/documents/gdf/
drugsupply/GDFDiagnosticsCatalog.pdf

15.	 International Organization for Standardization. Medical 
laboratories: requirements for quality and competence.  
Geneva: The Organization; 2012 [cited 2020 May 6].  
https://www.iso.org/obp/ui/#iso:std:iso:15189:ed-3:v2:en

16.	 International Organization for Standardization. ISO/IEC 
17043:2010. Conformity assessment—general requirements 
for proficiency testing. Geneva: The Organization; 2010 [cited 
2020 May 6]. https://www.iso.org/standard/29366.html 

17.	 Fonseca L, Domingues JP. ISO 9001: 2015 edition— 
management, quality and value. Int J Qual Res. 2017;1:149–58.

18.	 World Health Organization. Laboratory quality management 
system: handbook. Geneva: The Organization; 2011 [cited 
2020 May 6]. https://www.who.int/ihr/publications/lqms

19.	 World Health Organization. Laboratory biosafety guidance 
related to coronavirus disease 2019 (COVID-19): interim 
guidance. Geneva: The Organization; 2020 [cited 2020 May 
6]. https://apps.who.int/iris/rest/bitstreams/1277819/ 
retrieve

20.	 Merker M, Barbier M, Cox H, Rasigade JP, Feuerriegel S, 
Kohl TA, et al. Compensatory evolution drives multidrug- 
resistant tuberculosis in Central Asia. eLife. 2018;7:7. 
https://doi.org/10.7554/eLife.38200

21.	 Meehan CJ, Goig GA, Kohl TA, Verboven L, Dippenaar A, 
Ezewudo M, et al. Whole genome sequencing of  
Mycobacterium tuberculosis: current standards and open  
issues. Nat Rev Microbiol. 2019;17:533–45. https://doi.org/ 
10.1038/s41579-019-0214-5

22.	 Gröschel MI, Walker TM, van der Werf TS, Lange C,  
Niemann S, Merker M. Pathogen-based precision 
medicine for drug-resistant tuberculosis. PLoS Pathog. 
2018;14:e1007297. https://doi.org/10.1371/journal.
ppat.1007297

23.	 Diel R, Kohl TA, Maurer FP, Merker M, Meywald Walter K, 
Hannemann J, et al. Accuracy of whole-genome sequencing 
to determine recent tuberculosis transmission: an 11-year 
population-based study in Hamburg, Germany. Eur Respir J. 
2019;54:1901154. https://doi.org/10.1183/13993003.01154-2019

24.	 Allix-Béguec C, Arandjelovic I, Bi L, Beckert P, Bonnet M, 
Bradley P, et al.; CRyPTIC Consortium and the 100,000 
Genomes Project. CRyPTIC Consortium and the 100,000 
Genomes Project. Prediction of susceptibility to first-line 
tuberculosis drugs by DNA sequencing. N Engl J Med. 
2018;379:1403–15. https://doi.org/10.1056/NEJMoa1800474

25.	 World Health Organization. The use of next-generation 
sequencing technologies for the detection of mutations  
associated with drug resistance in Mycobacterium  

	 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 26, No. 11, November 2020	 2553



PERSPECTIVE

tuberculosis complex: technical guide. Geneva: The  
Organization; 2018 [cited 2020 May 6]. https://apps.who.
int/iris/handle/10665/274443

26.	 Public Health England. England world leaders in the use of 
whole genome sequencing to diagnose TB. London: Public 
Health England; 2017 [cited 2020 May 6]. https://www.gov.
uk/government/news/england-world-leaders-in-the-use-of-
whole-genome-sequencing-to-diagnose-tb 

27.	 Xiao M, Liu X, Ji J, Li M, Li J, Yang L, et al. Multiple  
approaches for massively parallel sequencing of SARS-
CoV-2 genomes directly from clinical samples. Genome Med. 
2020;12:57. https://doi.org/10.1186/s13073-020-00751-4

28.	 Forster P, Forster L, Renfrew C, Forster M. Phylogenetic 
network analysis of SARS-CoV-2 genomes. Proc Natl Acad 
Sci U S A. 2020;117:9241–3. https://doi.org/10.1073/
pnas.2004999117

29.	 Wu F, Zhao S, Yu B, Chen YM, Wang W, Song ZG, et al. A 
new coronavirus associated with human respiratory disease 
in China. Nature. 2020;579:265–9. https://doi.org/10.1038/
s41586-020-2008-3

30.	 Walker A, Houwaart T, Wienemann T, Vasconcelos MK, 
Strelow D, Senff T, et al. Genetic structure of SARS-CoV-2 
reflects clonal superspreading and multiple independent 
introduction events, North-Rhine Westphalia, Germany, 
February and March 2020. Euro Surveill. 2020;25:25.  
https://doi.org/10.2807/1560-7917.ES.2020.25.22.2000746

31.	 Khan S, Siddique R, Shereen MA, Ali A, Liu J, Bai Q, et al. 
Emergence of a novel coronavirus, severe acute respiratory 
syndrome coronavirus 2: biology and therapeutic options.  
J Clin Microbiol. 2020;58:e00187–20.

32. 	 Harilal D, Ramaswamy S, Loney T, Al Suwaidi H,  
Khansaheb H, Alkhaja A, et al. SARS-CoV-2 whole genome 
amplification and sequencing for effective population-based 
surveillance and control of viral transmission. Clin Chem. 
2020 Apr 23 [Epub ahead of print]. https://doi.org/10.1128/
JCM.00187-20

33.	 Stop TB Partnership. We did a rapid assessment: the TB 
response is heavily impacted by the COVID-19 pandemic. 
2020 [cited 2020 May 10]. http://www.stoptb.org/news/
stories/2020/ns20_014.html

34.	 Stop TB Partnership. The potential impact of the covid-19  
response on tuberculosis in high-burden countries: a  
modelling analysis. Geneva: United Nations Office for  
Project Services; 2020 [cited 2020 May 6]. http://www.
stoptb.org/assets/documents/news/Modeling%20 
Report_1%20May%202020_FINAL.pdf

Address for correspondence: Florian P. Maurer, National and 
Supranational Reference Centre for Mycobacteria, Research 
Centre Borstel, Leibniz Lung Centre, Parkallee 18, 23845 Borstel, 
Germany; email: fmaurer@fz-borstel.de

2554	 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 26, No. 11, November 2020

EID Podcast:  
Two Ways of Tracking C. difficile in Switzerland

Visit our website to listen:
https://go.usa.gov/xGEuz 

Science wields many different tools in the pursuit of public health. 
These tools can work together to capture a detailed picture of disease. 
However, many tools accomplish similar tasks, often leaving policy-
makers wondering, when it comes to disease surveillance, what is the 
best tool for the job?

Different tests are currently used to diagnose Clostridioides difficile, a 
dangerous bacterium found in hospitals around the world. As rates of 
this infection surge globally, researchers need to be able to compare 
statistics from different hospitals, regions, and countries. 

In this EID podcast, Sarah Tschudin-Sutter, a professor of infectious  
disease epidemiology at the University Hospital - Basel in Switzerland, 
discusses using 2 tests for C. difficile infection in Europe. 


