
Foodborne illness is a major public health issue in 
the United States; millions of persons become ill 

from contaminated food every year (1). Most cases 
are sporadic (i.e., not associated with a disease out-
break) (2), and the responsible food(s) is often un-
determined. Outbreaks provide an opportunity for 
public health agencies to determine shared expo-
sures and the source of infection. Many food safety 
laws and regulations, industry practices, and con-
sumer education efforts have been implemented to 
make foods safer. Nevertheless, evolving foodborne 
pathogens and changing consumption trends pro-
vide continued opportunities for contamination 
and illness (3–7). Within these changing conditions, 

novel outbreak-associated food vehicles (i.e., foods 
not implicated in prior outbreaks) can emerge. Iden-
tifying these novel food vehicles provides an op-
portunity to determine emerging sources of illness 
and to inform prevention policies. To identify novel 
food vehicles reported during 2007–2016, we exam-
ined data from the Centers for Disease Control and 
Prevention (CDC) Foodborne Disease Outbreak Sur-
veillance System (FDOSS).

Methods
FDOSS is a passive surveillance system that collects 
reports of foodborne disease outbreaks from fed-
eral, state, local, and territorial health departments 
in the United States. It is the primary source of data 
for outbreak-associated illnesses, hospitalizations, 
and deaths; etiologic agents; implicated foods; con-
tributing factors; and preparation and consumption 
settings. Foodborne outbreaks are nationally notifi -
able and defi ned as ≥2 cases of a similar illness re-
sulting from ingestion of the same food (8). When 
exposure occurs in 1 state, the outbreak is classifi ed 
as a single-state outbreak; when exposure occurs in 
≥2 states, the outbreak is classifi ed as a multistate 
outbreak. Foods or specifi c ingredients are identi-
fi ed as sources by using epidemiologic, laboratory, 
traceback, and environmental assessment data. On 
the basis of this evidence, a sole food (e.g., apple) or 
a specifi c ingredient that is part of a complex food 
(e.g., beef in a sandwich) is reported as the source 
of an outbreak. A complex food is reported as the 
source when no specifi c ingredient is implicated. 
When an investigation does not identify a source, 
the food vehicle is reported as undetermined. CDC 
uses a hierarchical scheme to categorize reported 
foods (9,10). For simplicity and ease of interpreta-
tion, for this analysis we collapsed some categories 
(e.g., seeded and row crop vegetables are reported 
generically as vegetables).

Using FDOSS data from 1973–2016 (accessed 
December 11, 2017), we reviewed all 14,216 reported
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Novel	 outbreak-associated	 food	 vehicles	 (i.e.,	 foods	
not	 implicated	 in	 past	 outbreaks)	 can	 emerge	 as	 a	 re-
sult	 of	 evolving	 pathogens	 and	 changing	 consumption	
trends.	To	 identify	 these	foods,	we	examined	data	from	
the	Centers	 for	Disease	Control	 and	Prevention	 Food-
borne	Disease	Outbreak	Surveillance	System	and	found	
14,216	reported	outbreaks	with	information	on	implicated	
foods.	We	compared	foods	implicated	in	outbreaks	dur-
ing	 2007–2016	with	 those	 implicated	 in	 outbreaks	 dur-
ing	1973–2006.	We	identifi	ed	28	novel	food	vehicles,	of	
which	the	most	common	types	were	fi	sh,	nuts,	fruits,	and	
vegetables;	one	third	were	imported.	Compared	with	oth-
er	outbreaks,	those	associated	with	novel	food	vehicles	
were	more	 likely	 to	 involve	 illnesses	 in	multiple	 states	
and	food	recalls	and	were	larger	in	terms	of	cases,	hospi-
talizations,	and	deaths.	Two	thirds	of	novel	foods	did	not	
require	cooking	after	purchase.	Prevention	eff	orts	target-
ing	novel	foods	cannot	rely	solely	on	consumer	education	
but	require	industry	preventive	measures.
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outbreaks with an implicated food or ingredient 
(henceforth, collectively referred to as food). We 
compared reported foods from outbreaks with a 
year of first illness onset during 2007–2016 with 
those during 1973–2006 by using a 3-stage process 
to identify novel outbreak-associated food vehicles. 
First, foods that were reported identically in both 
time frames were identified and removed by using 
SAS version 9.4 (SAS Institute Inc., https://www.
sas.com). Second, 2 independent reviewers manu-
ally compared the remaining 878 food items and 
flagged any foods that seemed to be novel in 2007–
2016. Third, a 5-member panel reviewed all foods 
initially identified as novel. For the second and third 
steps, we excluded foods if they were reported in a 
prior outbreak by using a different term (e.g., rice, 
wild vs. wild rice), a more general term (e.g., ched-
dar vs. white cheddar), or a different spelling or an 
abbreviation (e.g., brat vs. bratwurst) or if a specific 
contaminated ingredient(s) was not implicated for a 
newly reported complex food. We adopted this final 
exclusion criterion when reviewing complex foods 
in which no specific ingredient was implicated be-
cause it could not be determined what ingredients 
were included in the food itself, much less which 
ingredient was actually contaminated and could be 
novel (i.e., direct comparison between 1973–2006 
and 2007–2016 was impossible).

We then conducted a secondary check of ad-
ditional sources for all foods initially identified as 
novel (PubMed, online forums [e.g., Food Safety 
News, Food Poison Journal, and MarlerClark], 
and media reports). This check served to identify 
false-positive results from 2 scenarios: 1) the food 
had been implicated in an outbreak during 1973–
2006, but the outbreak had not been reported to 
FDOSS; or 2) the food had been reported as part 
of an outbreak occurring during 1973–2006 with a 
more generic term. We reclassified foods only if the 
available information was sufficient to follow our 
criteria (i.e., there were >2 confirmed cases and an 
identified implicated food).

Novel food vehicles are presented along with key 
outbreak characteristics, including etiology and vari-
ous measures of burden (e.g., case counts, deaths) in 
addition to statistical comparisons of these character-
istics for outbreaks associated with food vehicles that 
are novel or not novel. Specifically, we used nonpara-
metric Wilcoxon tests to assess difference in means 
and χ2 tests to assess differences in percentages. Sta-
tistical analyses were completed in R version 3.3.3 
(R Foundation for Statistical Computing, https://
www.r-project.org).

Results

Novel Food Vehicles
By comparing outbreaks from 2007–2016 with those 
from 1973–2006, we identified 28 novel food vehicles 
(Table 1); the most common were fish (6), nuts (6), 
fruits (4), vegetables (3), and meats (3). Two thirds of 
novel foods did not require cooking after they were 
purchased (e.g., blueberries, kale, various nuts), and 
half did not require refrigeration after purchase.

Outbreaks Associated with Novel Food Vehicles
A total of 36 outbreaks were linked to the 28 novel 
food vehicles during 2007–2016, and 7 foods were 
implicated in >1 outbreak (bison meat, blueberries, 
hazelnuts, kale, papaya, pepper, and pistachios). 
These 36 outbreaks resulted in 1,294 illnesses, 263 
hospitalizations, 14 deaths, and 17 recalls. An aver-
age of 3.6 (range 0–8) outbreaks associated with a 
novel food vehicle were reported each year. Among 
outbreaks linked to a novel food vehicle, 22 (61%) 
occurred in multiple states; the largest multistate 
outbreak resulted from ground pepper in salami, 
involving 45 states and 272 illnesses (11). Etiolo-
gies included bacteria (27 [75%] outbreaks), toxins 
(5 [14%]), viruses (1 [3%]), and parasites (1 [3%]). 
The most commonly reported etiologic agent was 
Salmonella (19 [53%] outbreaks), followed by Shiga 
toxin–producing Escherichia coli (5 [14%]). Among 
outbreaks linked to novel food vehicles, 33% result-
ed from foods imported from another country.

Outbreaks associated with novel food vehicles 
differed from other outbreaks (i.e., those not associ-
ated with a novel food vehicle) in several ways (Table 
2). First, 61.1% of outbreaks associated with a novel 
food vehicle involved exposure in multiple states, 
compared with 5.7% of other outbreaks (p<0.001). 
Second, 48.6% of outbreaks associated with a novel 
food vehicle resulted in a food recall, compared with 
5.2% of other outbreaks (p<0.001). Third, the mean 
numbers of reported primary cases, hospitalizations, 
and deaths were greater among outbreaks linked to 
novel food vehicles than among other outbreaks (p 
= 0.04, p<0.001, and p<0.001, respectively). Fourth, 
the percentage of cases that resulted in hospitaliza-
tion and the percentage of cases that resulted in death 
were significantly greater among outbreaks linked to 
novel food vehicles than among other outbreaks. Last, 
outbreaks associated with a novel food vehicle were 
more likely than other outbreaks to be caused by Sal-
monella contamination (p<0.001). Two potential con-
founding effects were a disproportionate number of  
Salmonella outbreaks linked to novel foods and  
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Table 1. Novel	food	vehicles	implicated	in	outbreaks	that	occurred	during	2007–2016,	United	States* 

Food	 Category 
State	(no.	
states) 

Year	of	
first	illness Etiology 

No.	
illnesses 

No.	
hosp. 

No.	
deaths Recall Imported 

Almaco	jack Fish Florida 2014 Ciguatoxin 2 0 0 No Yes 
Apple† Fruit Multistate	(12) 2014 Listeria monocytogenes 35 34 7 Yes No 
Bison Meat Tennessee 2008 STEC	O157:H7 12 2 0 No No   

Multistate	(5) 2010 STEC	O157:H7 10 NR NR Yes No 
Blueberries Fruit Multistate	(6) 2009 Salmonella enterica serovar	

Muenchen 
14 NR 0 No No 

  
Minnesota 2010 Salmonella Newport 6 1 0 No No 

Carp Fish New	York 2012 Other	chemical	or	toxin,	Haff	
disease‡ 

2 2 1 No No 

Cashews§ Nut/seed Multistate	(6) 2014 Salmonella Stanley 18 4 0 No Yes 
Chia	seed¶ Nut/seed Multistate	(19) 2014 Salmonella, multiple	

serotypes# 
45 7 0 Yes Yes 

Flour	(wheat) Grain Multistate	(24) 2015 STEC,	multiple	serogroups** 56 16 0 Yes No 
Frog†† Meat Arizona 2015 Salmonella Javiana 5 1 0 No No 
Goose‡‡ Meat New	York 2013 Campylobacter jejuni 57 1 0 No No 
Hazelnuts Nut/seed Multistate	(3) 2010 STEC	O157:H7 8 3 0 Yes No   

Multistate	(2) 2016 Salmonella Typhimurium 6 1 0 Yes No 
Kale Vegetable Florida 2013 STEC	O157:H7 7 5 0 No No   

Wisconsin 2014 Cryptosporidium parvum 8 0 0 No No 
Lima	beans Vegetable Florida 2009 Unknown 13 0 0 No No 
Lionfish Fish South	

Carolina 
2013 Ciguatoxin 4 1 0 NR NR 

Mini	peppers Vegetable Multistate	(10) 2014 Salmonella Paratyphi	B 21 5 0 No Yes 
Monchong Fish Hawaii 2013 Scombroid	toxin 2 0 0 No No 
Moringa	
leaf¶ 

Herb/spice Multistate	(24) 2015 Salmonella Virchow 35 6 0 Yes Yes 

Papaya Fruit Multistate	(25) 2011 Salmonella Agona 106 10 0 Yes Yes   
Multistate	(4) 2013 Salmonella Thompson 13 6 1 No No 

Pepper¶ Herb/spice Multistate	(4) 2008 Salmonella Rissen 87 NR NR Yes No   
Multistate	(45) 2009 Salmonella Montevideo 272 52 0 Yes Yes 

Pine	nuts Nut/seed Multistate	(6) 2011 Salmonella Enteritidis 53 2 0 Yes Yes 
Pistachios Nut/seed Multistate	(21) 2008 Salmonella,	multiple	

serovars§§ 
83 NR 0 Yes No 

  
Multistate	(6) 2013 Salmonella Senftenberg 8 1 0 Yes No   
Multistate	(9) 2016 Salmonella,	multiple	

serovars¶¶ 
11 2 0 Yes No 

Pomegranate Fruit Multistate	(10) 2013 Hepatitis	A	virus 157 70 0 No Yes 
Sheep	
milk## 

Dairy Multistate	(14) 2012 Listeria monocytogenes 23 21 5 Yes Yes 

Skate Fish New	York 2008 Scombroid	toxin 3 0 0 No No 
Sprouted	nut	
butter*** 

Nut/seed Multistate	(10) 2015 Salmonella Paratyphi	B	
variant L(+)	tartrate	(+) 

13 0 0 Yes No 

Sugar	cane Sugar Multistate	(3) 2013 Salmonella Virchow 7 1 0 No Yes 
Swai Fish New	York 2014 Unknown 3 1 0 No Yes 
Tempeh††† Grain North	Carolina 2012 Salmonella Paratyphi	B	var.	

L(+)	tartrate	(+) 
89 8 0 Yes No 

*Data	from	Centers	for	Disease	Control	and	Prevention Foodborne	Disease	Outbreak	Surveillance	System	(FDOSS),	1973–2016. Five	of	the	6	outbreaks	
linked	to	fish	were	caused	by	naturally	occurring	toxins	that	cannot	be	destroyed	through	cooking	or	freezing.	Hosp.,	hospitalization;	NR,	not reported;	
STEC,	Shiga	toxin–producing	Escherichia coli. 
†Apples	were	the	contaminated	ingredient	in	an	outbreak	associated	with	caramel	apples.	Prior	apple	cider	outbreaks	have	been	reported	to	FDOSS	with	
no	specific	ingredient	identified. 
‡Haff	disease	is	a	syndrome	of	unexplained	rhabdomyolysis	caused	by	consumption	of	an	unidentified	toxin	(rhabdomyolysis	is	a	clinical	syndrome	
caused	by	injury	to	skeletal	muscle	that	results	in	the	release	of	muscle	cell	contents	into	the	circulation). 
§Cashews	were	processed	into	raw	cashew	cheese. 
¶Product	was	processed	and	sold	as	a	ground	powder. 
#Salmonella Gaminara,	Harford,	Oranienburg,	and	Newport 
**STEC	O26:NM	and	O121 
††Frog	legs	were	from	a	noncommercial	source. 
‡‡Goose	liver	was	the	implicated	ingredient	of	foie	gras.	Prior	foie	gras	outbreaks	have	been	reported	to	FDOSS	with	either	no	specific	ingredient	
identified	or	a	different	implicated	ingredient. 
§§Salmonella Montevideo,	Newport,	and	Senftenberg. 
¶¶Salmonella Senftenberg	and	Montevideo. 
##Pasteurized	sheep	milk,	the	only	dairy	food	vehicle	identified,	was	used	in	making	ricotta	salata	cheese,	which	was	later	contaminated. 
***Multiple	nut	butters	from	1	company	were	implicated	(cashew,	almond,	and	hazelnut). 
†††Tempeh was unpasteurized. 
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potential effects of contamination from ill food work-
ers (sensitivity analyses in Table 2).

Discussion
We identified 28 novel foods linked to outbreaks 
that occurred during 2007–2016 in the United States. 
Compared with other outbreaks, those linked to 
novel foods were more likely to involve illnesses 
in multiple states; result in a food recall; and to 
be associated with, on average, larger numbers of 
cases, hospitalizations, and deaths. Investigating 
large and complex outbreaks requires consider-
able government resources and major costs to the 
public and industry. Moreover, two thirds of novel 
outbreak-associated food vehicles did not require 
cooking after purchase, and roughly half of novel 
foods did not require refrigeration. These factors 
highlight the need for targeted industry efforts to 
reduce contamination before point of purchase to 
protect consumers.

Food consumption patterns are dynamic, influ-
enced by dietary trends, public health messaging, 
food accessibility, advertising, and affordability 
(6,7). Increased consumption of a food results in 
more opportunities for exposure and potentially 
larger outbreaks. Importing of foods and bever-
ages into the United States has increased; average 
annual growth in economic value from 2007–2017 
was 5.9% (12). As a result, access has expanded to 

a broader range of foods from diverse areas. One 
third of outbreaks linked to novel foods resulted 
from imported foods, whereas the overall percent-
age of outbreaks reported to CDC with an imported 
food implicated is relatively small (5% during the 
period 2009–2014) (13).

Identifying novel outbreak-associated foods high-
lights the need for improvements in public health. The 
3 key areas are outbreak investigation, prevention,  
and communications.

First, identifying the source of an outbreak can be 
difficult. Especially in multistate outbreaks, investi-
gators typically use standardized food history ques-
tionnaires to identify common foods among a sam-
ple of patients. Investigators develop questionnaires 
largely on the basis of trends in previous outbreaks 
and are influenced by common—rather than novel— 
food vehicles. However, identifying novel foods may 
require a detailed investigation of everything con-
sumed by patients during the exposure period. A 
targeted questionnaire can be developed on the basis 
of data from these in-depth, hypothesis-generating 
interviews and administered to a larger group of pa-
tients and controls. Barriers to this approach include 
limited resources, reluctance of investigators to allow 
investigators from other areas to interview patients 
in their jurisdiction, lack of training with regard to 
conducting hypothesis-generating interviews, and 
the assumption that more interviews with the stan-
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Table 2. Features	of	outbreaks	associated	with	novel	and	other	food	vehicles,	United	States,	2007–2016* 

Feature 

Food	vehicle type 

p	value† 

Novel 

 

Other 

Outbreaks  
Statistic 

Outbreaks  
Statistic 

Mean Median Range Mean Median Range 
No.	cases	per	outbreak             
 Primary 36  35.9 13.0 2–272 

 
3,722  21.4 9.0 2–1,939 0.04 

 Hospitalized 32  8.2 2.0 0–70 
 

3,502  1.6 0.0 0–308 <0.001 
 Died 34  0.4 0.0 0–7 

 
3,520  0 0.0 0–33 <0.001 

%	Cases	per	outbreak 
 

          
 

 Hospitalized 32  25.4 16.9 0–100 
 

3,502  9.9 0.0 0–100 <0.001 
 Died 34  2.9 0.0 0–50 

 
3,520  0.4 0.0 0–100 <0.001 

Outbreaks,	no.	(%) 
 

 
   

 
  

 Multistate 36 (61.1)  
  

3,722 (5.7)  
 

<0.001 
 Had	recall 35 (48.6)  

  
3,567 (5.2)  

 
<0.001 

 Etiology	Salmonella‡ 34 (55.9)  
  

2,226 (28.3)  
 

<0.001 
*Data	from	Centers	for	Disease	Control	and	Prevention	Foodborne	Disease	Outbreak	Surveillance	System,	2007–2016. Analysis	limited	to	outbreaks	with	
an	implicated	food. This	analysis	included	outbreaks	resulting	from	a	range	of	contributing	factors,	including	contamination	from	ill	food	workers	(and	not	
resulting	from	more	upstream	processes).	None	of	the	outbreaks	associated	with	a	novel	food	vehicle	were	linked	to	an	ill	food	worker.	As	a	sensitivity	
analysis,	584	outbreaks	linked	to	ill	food	workers	were	excluded	from	the	comparison	group,	leaving	3,138	outbreaks.	Among	these,	the	median	number	
of	primary	cases	was	8.0; hospitalizations,	percent	of	cases	hospitalized,	and	deaths,	and	percent	of	cases	resulting	in	death were	all 0; 6.8% of	
outbreaks	were	multistate,	6.1%	had	a	recall,	and	31.6%	had	an	etiology	of	Salmonella.	All	statistical	results	remained	robust	with	p<0.05. 
†Nonparametric	Wilcoxon	testing	was	used	to	assess	statistical	difference	in	means.	2 testing	was	used	to	assess	statistical	differences	in	percentages. 
‡Limited	to	single-etiology	outbreaks	that	met	confirmation	guidelines. Outbreaks	associated	with	a	novel	food	vehicle	were	more	likely	to	be	caused	by	
Salmonella contamination.	These	outbreaks	are	more	likely	to	result	in	large,	multistate	outbreaks	leading	to	public	health	investigations.	As	a	sensitivity	
analysis,	we	restricted	the	sample	to	outbreaks	with	an	etiologic	agent	of	Salmonella leaving	649	outbreaks	(19	linked	to	novel	food	vehicles	and	630	
linked	to	other	outbreaks).	Case	effects	did	not	remain	significant	(i.e.,	when	comparing	novel	and	other	outbreaks, we	found	no	statistically	significant	
differences	in	primary	cases,	hospitalization,	deaths,	as	well	as	percent	of	cases	hospitalized	and	percent	of	cases	resulting	in	death).	However,	
outbreaks	associated	with	a	novel	food	were	more	likely	than	other	outbreaks	to	have	cases	exposed	in	multiple	states	(84.2%	for	novel	and	17.8%	for	
other	outbreaks, p<0.001)	and	result	in	a	recall	(63.2%	for	novel	and	8.9%	for	other	outbreaks, p<0.001). 
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dardized questionnaire will eventually reveal the 
underlying food vehicle(s). Efforts to further engage, 
fund, and support states in investigating and report-
ing outbreaks are needed to effectively identify novel 
food vehicles.

Second, identifying novel food vehicles provides 
opportunities for new prevention measures. The  
occurrence of >2 outbreaks linked to novel foods (we 
identified 7 instances) may serve as a warning signal 
for public health authorities indicating gaps in food 
safety practices, regulatory oversight, or both. Tar-
geted outreach to industry may be pursued when a 
novel food is identified. Focused, collaborative pre-
vention efforts undertaken by industry in collabora-
tion with academic institutions, regulatory agencies, 
consumer advocacy groups, and other nonprofit pub-
lic health organizations have been successful in the 
past and should become standard practice.

Third, communications regarding novel food 
vehicles to the public, industry, and regulatory 
agencies could be improved. Intensive public 
health messaging may be needed to notify the pub-
lic, industry, and public health partners of newly 
discovered risks to prevent additional illnesses. 
This type of communication is regularly performed 
by public health and regulatory agencies, but great-
er emphasis on the novelty of the food source could 
attract additional media attention and, in turn, lead 
to greater awareness.

The first limitation of our analysis is that it en-
compasses reported outbreaks with data on impli-
cated foods representing both a subset of foodborne 
outbreaks occurring in the United States and of out-
breaks reported to FDOSS. As a result, these novel 
outbreak-associated food vehicles may not actually 
be novel; rather, previous outbreaks associated with 
these vehicles may not have been detected or report-
ed. The second limitation is that only a small percent-
age of foodborne illnesses are linked to recognized 
outbreaks (outbreak-associated cases are estimated 
to range from 0.5% of laboratory-diagnosed Campylo-
bacter cases to 19.0% of Shiga toxin–producing E. coli 
O157 cases) (2), and it is possible that outbreak-asso-
ciated novel foods differ from those linked to spo-
radic foodborne illnesses. The third limitation is the 
possibility that novel food vehicles were misclassi-
fied. Considerable efforts were made to reduce false-
positive identifications by searching for different 
spellings, alternative names, and shared ingredients, 
as well as by using a team of independent reviewers. 
We also checked secondary sources for foods identi-
fied as novel from FDOSS data. This effort identified 
2 food vehicles (mamey fruit and jalapeño peppers) 

that incorrectly initially seemed to be novel because 
of the use of more generic food terms in reports be-
fore 2007.

In summary, identifying novel food vehicles for 
foodborne illness provides opportunities for early 
interventions that should not go unheeded. This 
analysis highlights the need for expanded food safe-
ty measures to reduce opportunities for contamina-
tion as foods are grown, harvested, and processed 
and to prevent illness from both novel and other 
food sources in the United States and abroad. Great-
er investment in public health outbreak investigation 
capacity may increase and expedite identification of 
novel food vehicles, which is vital because novel 
foods may serve as signals for emerging threats.

Acknowledgments
We thank our local, state, and territorial health department 
colleagues who investigate and report foodborne  
outbreaks to FDOSS.

Funding for FDOSS is provided by CDC.

About the Author
Dr. Whitham is an epidemiologist with the Division of 
Foodborne, Waterborne, and Environmental Disease, 
National Center for Emerging and Zoonotic Infectious 
Diseases, CDC. Her research is focused on prevention and 
policy topics related to enteric and mycotic illnesses.

References
  1. Scallan E, Hoekstra RM, Angulo FJ, Tauxe RV,  

Widdowson MA, Roy SL, et al. Foodborne illness acquired 
in the United States—major pathogens. Emerg Infect Dis. 
2011;17:7–15. https://doi.org/10.3201/eid1701.P11101

  2. Ebel ED, Williams MS, Cole D, Travis CC, Klontz KC, 
Golden NJ, et al. Comparing characteristics of sporadic  
and outbreak-associated foodborne illnesses, United  
States, 2004–2011. Emerg Infect Dis. 2016;22:1193–200. 
https://doi.org/10.3201/eid2207.150833

  3. Nielsen Company. Total consumer report [cited 2020 Aug 
1]. https://www.nielsen.com/wp-content/uploads/
sites/3/2019/04/december-2018-total-consumer-report.pdf

  4. Todd JE. Changes in eating patterns and diet quality among 
working-age adults, 2005–2010 [cited 2020 Aug 1]. https://
www.ers.usda.gov/publications/pub-details/?pubid=45175

  5. Nielsen Company. How America will eat [cited 2020 Aug 1]. 
https://www.nielsen.com/us/en/insights/report/2019/
how-america-will-eat

  6. Rehm CD, Peñalvo JL, Afshin A, Mozaffarian D. Dietary 
intake among US adults, 1999-2012. JAMA. 2016;315:2542–53. 
https://doi.org/10.1001/jama.2016.7491

  7. Kearney J. Food consumption trends and drivers. Philos 
Trans R Soc Lond B Biol Sci. 2010;365:2793–807.  
https://doi.org/10.1098/rstb.2010.0149

  8. Thomas K, Jajosky R, Coates RJ, Calvert GM, Dewey-Mattia D, 
Raymond J, et al. Summary of notifiable noninfectious  

2558	 Emerging	Infectious	Diseases	•	www.cdc.gov/eid	•	Vol.	27,	No.	10,	October	2021



Novel	Outbreak-Associated	Food	Vehicles

conditions and disease outbreaks: surveillance data  
published between April 1, 2016 and January 31, 2017—
United States. MMWR Morb Mortal Wkly Rep. 2017;64:1–6. 
https://doi.org/10.15585/mmwr.mm6454a1

  9. Centers for Disease Control and Prevention. Interagency Food 
Safety Analytics Collaboration (IFSAC) food categorization 
scheme [cited 2020 Aug 1]. https://www.cdc.gov/foodsafety/ 
ifsac/projects/food-categorization-scheme.html

10. Richardson LC, Bazaco MC, Parker CC, Dewey-Mattia D, 
Golden N, Jones K, et al. An updated scheme for categorizing 
foods implicated in foodborne disease outbreaks: a  
tri-agency collaboration. Foodborne Pathog Dis. 2017;14:701–
10. https://doi.org/10.1089/fpd.2017.2324

11. Gieraltowski L, Julian E, Pringle J, Macdonald K, Quilliam D, 
Marsden-Haug N, et al. Nationwide outbreak of Salmonella 
Montevideo infections associated with contaminated  

imported black and red pepper: warehouse membership 
cards provide critical clues to identify the source. Epidemiol 
Infect. 2013;141:1244–52. https://doi.org/10.1017/ 
S0950268812001859

12. US Department of Agriculture. U.S. food imports [cited  
2020 Jul 22]. https://www.ers.usda.gov/data-products/ 
us-food-imports/us-food-imports

13. Gould LH, Kline J, Monahan C, Vierk K. Outbreaks of dis-
ease associated with food imported into the United  
States, 1996–2014(1). Emerg Infect Dis. 2017;23:525–8. 
https://doi.org/10.3201/eid2303.161462

Address for correspondence: Hilary K. Whitham, Centers for 
Disease Control and Prevention, Mailstop H24-9, Atlanta, GA 
30329-4027, USA; email: hwhitham@cdc.gov

	 Emerging	Infectious	Diseases	•	www.cdc.gov/eid	•	Vol.	27,	No.	10,	October	2021	 2559

®

Waterborne Infections
•  Impact of Human Papillomavirus 

Vaccination, Rwanda and Bhutan

•  Aspergillosis Complicating Severe 
Coronavirus Disease

•  Rising Ethnic Inequalities in Acute 
Rheumatic Fever and Rheumatic 
Heart Disease, New Zealand, 
2000–2018

•  Differential Yellow Fever 
Susceptibility in New World 
Nonhuman Primates, Comparison 
with Humans, and Implications 
for Surveillance

•  Comparative Omics Analysis of 
Historic and Recent Isolates of 
Bordetella pertussis and Effects  
of Genome Rearrangements  
on Evolution

•  Hospitalization for Invasive 
Pneumococcal Diseases in Young 
Children Before Use of 13-Valent 
Pneumococcal Conjugate

•  Human Diversity of Killer Cell 
Immunoglobulin-Like Receptors 
and Human Leukocyte Antigen 
Class I Alleles and Ebola Virus 
Disease Outcomes 

•  IgG Seroconversion and 
Pathophysiology in Severe 
Acute Respiratory Syndrome 
Coronavirus 2 Infection

•  Performance of Nucleic Acid 
Amplification Tests for Detection 
of Severe Acute Respiratory 
Syndrome Coronavirus 2 in 
Prospectively Pooled Specimens

•  Susceptibility of Domestic 
Swine to Experimental Infection 
with Severe Acute Respiratory 
Syndrome Coronavirus 2

•  Nosocomial Coronavirus Disease 
Outbreak Containment, Hanoi, 
Vietnam, March–April 2020

•  Cellular Immunity in COVID-19 
Convalescents with PCR-Confirmed 
Infection but with Undetectable 
SARS-CoV-2–Specific IgG

•  Invasive Fusariosis in 
Nonneutropenic Patients, Spain, 
2000–2015

•  Estimating the Force of Infection 
for Dengue Virus Using Repeated 
Serosurveys, Ouagadougou, 
Burkina Faso

•  Attribution of Illnesses 
Transmitted by Food and Water 
to Comprehensive Transmission 
Pathways Using Structured Expert 
Judgment, United States

•  Intrafamilial Exposure to  
SARS-CoV-2 Associated with 
Cellular Immune Response 
without Seroconversion, France

•  Recency-Weighted Statistical 
Modeling Approach to Attribute 
Illnesses Caused by 4 Pathogens 
to Food Sources Using Outbreak 
Data, United States

•  Post–13-Valent Pneumococcal 
Conjugate Vaccine Dynamics 
in Young Children of Serotypes 
Included in Candidate Extended-
Spectrum Conjugate Vaccines

•  Precise Species Identification 
by Whole-Genome Sequencing 
of Enterobacter Bloodstream 
Infection

•  Prevalence of SARS-CoV-2, 
Verona, Italy, April–May 2020

•  Territorywide Study of Early 
Coronavirus Disease Outbreak, 
Hong Kong, China

January 2021

To revisit the January 2021 issue, go to:
https://wwwnc.cdc.gov/eid/articles/issue/27/1/table-of-contents


