
The World Health Organization declared coronavirus 
disease (COVID-19) a pandemic on March 12, 2020 

(1). Initial outbreaks were reported in China during late 
2019, and by February 2020 COVID-19 had spread glob-
ally and caused clusters of contagion in Europe (2).

The first confirmed case of COVID-19 in the Faroe 
Islands was identified on March 3. The Faroe Islands, 
located in the North Atlantic Ocean, is a high-income 
self-governing country in the Kingdom of Denmark 
with a population of 52,428 (3). During March 3–April 
22, 2020, 187 persons in the Faroe Islands tested posi-
tive for COVID-19 (Figure 1). The last case was diag-
nosed on April 22 and recovered on May 8, at which 
point the first wave of COVID-19 ended in the coun-
try. To eliminate COVID-19, the Faroe Islands used 
an active suppression strategy that included large-
scale testing, contact tracing, quarantine, and social 
distancing measures.

We describe the epidemiology and clinical course 
of COVID-19 during March 3–May 8, 2020, and the 
successful elimination of the first wave of COVID-19 
in the Faroe Islands. We assessed the effects of con-
tact tracing, quarantine, and social distancing. We 
also estimated the average and observed number of 
secondary cases caused by each infector at the date of 
diagnosis during various stages of the epidemic.

Methods

Identification of COVID-19 Cases and Contacts
The government of Faroe Islands implemented lock-
down on March 12, 2020, when only 3 confirmed 
cases were known in the country. The main non-
pharmaceutical interventions were closing schools, 
childcare centers, and nonessential public workplac-
es. The government discouraged unnecessary travel 
and reduced transport to and from the country to 
a minimum. The government also promoted social 
distancing, frequent handwashing and use of hand 
sanitizers, and avoiding large gatherings. After 
March 12, all travelers arriving in the Faroe Islands 
were asked to self-quarantine for 14 days (Figure 2). 
Government authorities implemented all measures 
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The Faroe Islands was one of the first countries in the 
Western Hemisphere to eliminate coronavirus disease 
(COVID-19). During the first epidemic wave in the coun-
try, 187 cases were reported between March 3 and April 
22, 2020. Large-scale testing and thorough contact trac-
ing were implemented early on, along with lockdown 
measures. Transmission chains were mapped through 
patient history and knowledge of contact with prior cas-
es. The most common reported COVID-19 symptoms 
were fever, headache, and cough, but 11.2% of cases 
were asymptomatic. Among 187 cases, 8 patients were 
admitted to hospitals but none were admitted to inten-
sive care units and no deaths occurred. Superspreading 
was evident during the epidemic because most second-
ary cases were attributed to just 3 infectors. Even with 
the high incidence rate in early March, the Faroe Islands 
successfully eliminated the first wave of COVID-19 
through the early use of contact tracing, quarantine, so-
cial distancing, and large-scale testing.
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as nonmandatory recommendations, which the pub-
lic generally followed.

The Faroe Islands quickly adapted diagnostic  
real-time reverse transcription PCR (RT-PCR) re-
sources to test for severe acute respiratory syndrome 
coronavirus 2 (SARS-CoV-2), the virus that causes CO-
VID-19. RT-PCR resources normally used in salmon 
farming by the Food and Veterinary Authority were 
adapted to implement a large-scale COVID-19 testing 
strategy early in the epidemic. This strategy enabled 
high testing capacity per capita; 600 tests per day were 
administered during the first days of the outbreak, and 
test results were available within 1–2 days.

The Office of the Chief Medical Officer performed 
contact tracing by requesting that all persons with pos-
itive RT-PCR test results self-isolate and list persons 
with whom they had close contact <48 hours before 
symptom onset. Asymptomatic positive persons were 
asked to list all contacts <48 hours before diagnosis. 
For contact tracing, close contacts were persons who 
had face-to-face contact <2 meters of a positive case for 
>15 minutes; direct physical contact with a case; direct

care of a COVID-19 patient without using proper per-
sonal protective equipment; or other equally assessed 
exposures, such as living in a household with, having 
face-to-face contact for >15 minutes with, or riding in 
a vehicle with a confirmed COVID-19 case-patient (4). 
The Office of the Chief Medical Officer contacted all 
reported close contacts and requested that they quar-
antine for 14 days. If persons could not quarantine 
at home, the government offered hotel rooms free of 
charge to both cases and contacts.

The Ministry of Health established a COVID-19 
task force (CTF) of medical doctors to maintain con-
tact with all isolated COVID-19 cases and quarantined 
contacts. To monitor for symptom development and 
clinically evaluate whether cases needed to be hospi-
talized, task force members contacted diagnosed cases 
at intervals of <48 hours during isolation until the end 
of the quarantine period. CTF recorded information 
on the infection source, including whether the case 
was contracted from a known infector, an imported 
case, or an unknown source. CTF also recorded infor-
mation on quarantine before RT-PCR testing and the 
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Figure 1. All confirmed cases of coronavirus disease in the Faroe Islands as of May 8, 2020. Active cases, recovered cases, new cases 
per day, and cumulative cases are shown. Vertical gray line indicates change in recovery criteria on March 28, which prolonged the 
required time for recovery to >14 days.
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number of close contacts asked to quarantine. CTF 
recorded symptoms for all patients prospectively. Re-
ported symptoms included cough, headache, throat 
pain, dyspnea, and fever. CTF also recorded the dates 
of illness onset, end of acute symptoms, and end of 
quarantine for patients.

Quarantined contacts were given a telephone 
number to call if symptoms developed. Shortly before 
the end of their quarantine, contacts were asked again 
whether symptoms had developed to determine 
whether they should be tested. Some asymptomatic 
contacts also were tested, but this was not done rou-
tinely. Testing required a referral from a doctor.

During the initial epidemic period, recovery cri-
teria in the Faroe Islands followed guidelines from 
Denmark and considered persons who were without 
symptoms for >48 hours recovered. However, be-
cause observations indicated that 48 hours without 
symptoms did not ensure that the infectious period 
was over, recovery criteria were changed on March 
28 to >14 days after a positive RT-PCR. Retesting was 
not recommended for positive cases and negative 
tests were not used as part of the recovery criteria.

Statistical Analyses
The serial interval is the time from symptom onset in 
a primary case to symptom onset in a secondary case. 
The generation time is the time between infection 
events in a primary case and a secondary case. Gen-
eration time is difficult to observe but is expected to 
be approximately equal to the serial interval (5,6). We 
chose to use the serial interval in all cases in this study 
and we estimated the mean serial interval by using 

the EpiEstim package in R (R Foundation for Statisti-
cal Computing, https://www.r-project.org). We as-
sumed a gamma distributed model on 124 identified 
infector–infectee pairs for which symptom onset was 
known for both cases.

The reproduction number (R0) is the average 
number of secondary cases each case will infect. A 
time-varying reproduction number (Rt) is the aver-
age number of secondary cases caused by each pri-
mary case at different times in the epidemic. Rt can 
be affected by government interventions, behavior 
changes, or when a certain fraction of the population 
is no longer susceptible to the pathogen because of 
immunity. We estimated Rt by using sliding 1-week 
windows, which assumes the transmission potential 
at given time t is the same as in the time window that 
ends at time t. We used the default 1-week window of 
the EpiEstim package (7) and took the average of the 
transmission potential of that sliding window to esti-
mate Rt. Using sliding windows reduces noise while 
retaining the possibility to show changes in real-time 
in different phases in the epidemic. We used local se-
rial interval data and the distribution of local and im-
ported case counts as input data.

We determined the observed individual reproduc-
tive number (Robs) by using transmission chains in the 
Faroe Islands. Robs is the average number of observed 
secondary infections caused by each primary case at 
different times in the epidemic by date of diagnosis.

We made 2 adjustments to make Rt and Robs data 
comparable. For cases of unknown transmission, we 
set the infector as diagnosed 5 days earlier by round-
ing the serial interval from 5.35 to 5 days to avoid  
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Figure 2. Timeline of government actions taken against COVID-19, Faroe Islands. Restrictions were not mandatory but generally were 
followed by the public. It is difficult to conclude which effect every specific nonpharmaceutical intervention had on the Faroese epidemic 
as several were implemented successively and some in parallel, although these interventions in concordance with contact tracing and 
quarantine managed to eliminate the first wave of the epidemic. COVID-19, coronavirus disease.
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underestimating Robs by censoring these cases. Because 
Robs is based on the infector and Rt is based on the in-
fectee, we displaced Robs forward by the serial interval 
of 5 days to facilitate visual comparison of Robs and Rt.

Determining Transmission Chains
We determined transmission chains by interviewing 
newly diagnosed patients about their contacts and 
whereabouts 2 weeks before symptom onset and link-
ing this with information on previously known cases. 
If multiple exposures were known for a case and the 
most likely infector was uncertain, we chose the earli-
est diagnosed case as infector. Persons who had been 
abroad during the previous 14 days were classified as 
imported cases if no better explanation was known. 
When cases could not be linked to previous cases and 
had no recent travel history, we classified the trans-
mission as unknown.

All study procedures were in accordance with 
the Declaration of Helsinki. The study was approved 
by the Data Protection Authority of the Faroe Islands 
(approval no. 20/00096-12).

Results
In the first wave of COVID-19, 187 cases were identi-
fied; the first case on March 3 and the last on April 22. 
On May 8, the Faroe Islands had no active COVID-19 
cases. No fatalities or admissions to the intensive care 
unit occurred during this first wave. By May 8, a total 
of 7,653 RT-PCR tests for SARS-CoV-2 had been per-
formed on 6,957 persons and the Faroe Islands had a 
per capita testing rate of 13,339/100,000 population, 
the highest globally (8,9). Furthermore, at that time, 

the Faroe Islands had the 12th highest confirmed cas-
es per capita, 357/100,000 population (8,9) (Table).

Among identified case-patients, 88.8% experienced 
symptoms, the most prevalent of which were fever 
(63.1%), headache (47.6%), and cough (44.4%) (Table). 
More asymptomatic cases occurred among persons <18 
(25%) and >65 years of age (30%) than among persons 
18–64 years of age (6.3%) (Table). The mean time from 
symptom onset to diagnosis was 3.06 days (range <1–17 
days; 95% CI 2.67–3.45 days); 6 cases were diagnosed 
before the onset of symptoms. The median age among 
case-patients was 40 years (range 0–92 years) (Table).

Among 187 cases, 8 patients were hospitalized, 
and the median length of hospitalization was 2 days 
(range 0–11 days). The median age of hospitalized 
case-patients was 57 years (range 37–92 years); and 
1 patient was hospitalized twice. Among the 8 hospi-
talized case-patients, 7 had >1 underlying condition, 
including hypertension, emphysema, asthma, ulcer-
ative colitis, diabetes, and cardiovascular disease.

We noted 10 cases of unknown or uncertain ori-
gin and 9 from known contact with a person who was 
not tested or who tested negative (Figure 3). We clas-
sified 30 cases as imported; 62 cases were acquired in 
a household, 39 in a workplace, 11 during an event, 
and 45 in other or unknown settings. Among import-
ed cases, 20 did not cause further infections. We noted 
4 large transmission chains that led to 105 other cases. 
We also noted 3 superspreading cases, each of which 
infected >10 secondary cases.

We estimated the serial interval by fitting a gam-
ma distribution on symptom onset of infector–infectee 
pairs, resulting in a mean of 5.36 days (95% CI 4.63–6.09 
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Table. Occurrence, characteristics, and symptoms of 187 coronavirus disease cases during March 3–May 8, 2020, Faroe Islands* 

Variable 

COVID-19 cases 

All cases 
Sex Age range, y 

Male Female 0–17 18–64 >65
All cases 187 88 (47.1) 99 (52.9) 24 (12.8) 143 (76.5) 20 (10.7) 
Cases/100,000 population 357 324 393 184 478 218 
Cases tested by RT-PCR 6,957 3,091 (45.5) 3,866 (54.5) 1,132 (19.3) 4,965 (68.4) 860 (12.3) 
RT-PCR tests/100,000 population 13,339 11,377 15,305 8,660 16,597 9,381 
Reported symptoms 

Asymptomatic 21 (11.2) 11 (12.5) 10 (10.1) 6 (25.0) 9 (6.3) 6 (30.0) 
Fever 118 (63.1) 55 (62.5) 63 (63.6) 12 (50.0) 94 (65.7) 12 (60.0) 
Cough 83 (44.4) 47 (53.4) 36 (36.4) 4 (16.7) 71 (49.7) 8 (40.0) 
Headache 89 (47.6) 36 (40.9) 53 (53.5) 5 (20.8) 78 (54.5) 6 (30.0) 
Sore throat 56 (29.9) 24 (27.3) 32 (32.3) 3 (12.5) 51 (35,7) 2 (10.0) 
Dyspnea 20 (10.7) 7 (8.0) 13 (13.1) 1 (4.2) 19 (13.3) 0 (0.0) 
Loss of smell or taste† 63 (33.7) 23 (26.1) 40 (40.4) 3 (12.5) 56 (39.2) 4 (20.0) 
Fatigue† 26 (13.9) 11 (12.5) 15 (15.2) 0 (0.0) 23 (16.1) 3 (15.0) 
Rhinorrhea† 44 (23.5) 21 (23.9) 23 (23.2) 4 (16.7) 35 (24.5) 5 (25.0) 
Body aches† 36 (19.3) 22 (25.0) 14 (14.1) 1 (4.2) 30 (21) 5 (25.0) 
Chest tightness† 15 (8.0) 8 (9.1) 7 (7.1) 1 (4.2) 14 (9.8) 0 (0.0) 
Diarrhea† 11 (5.9) 2 (2.3) 9 (9.1) 2 (8.3) 6 (4.2) 3 (15.0) 
Abdominal pain† 11 (5.9) 4 (4.5) 7 (7.1) 3 (12.5) 4 (2.8) 4 (20.0) 

*Values are no. (%) except as indicated. COVID-19, coronavirus disease; RT-PCR, reverse transcription PCR.
†Only recorded when mentioned by patients. Other symptoms were systematically collected.
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days; SD 4.12 days, 95% CI 3.56–4.93 days). Rt peaked 
at 4.88 on March 16, after which it fell to <1 from March 
24 onward. On April 22, we saw a short peak of >1 
with the last case. After the last case, Rt rose to >1 again 
on May 4, even though no new cases were detected, 
but the 95% CI was quite large (95% CI 0.06–2.99). Robs 
roughly followed Rt when displaced by the serial inter-
val with a peak of 4.0 on March 17 (Figure 4).

During March 2–April 22, a total of 854 persons 
were quarantined because of close contact with a CO-
VID-19 case; 132 (15%) were later confirmed as having 
COVID-19 cases. Fourteen persons were quarantined 
before diagnosis because of recent travel (Figure 5). 
For each identified case, the mean number of contacts 
quarantined was 5.1 (Figure 6).

Discussion
The Faroe Islands were one of the first countries in 
the Western Hemisphere to eliminate COVID-19, 
showing the feasibility of elimination in a country 
with well-defined borders, even starting with a high 
incidence. Testing, contact tracing, quarantine, and 
social distancing measures were instrumental to 
success in the Faroe Islands. These strategies have 
proven effective in suppressing the infection in other 
countries, including Iceland, Taiwan, Switzerland, 

and New Zealand (10–13). A notable success is that 
only 10.7% of COVID-19 cases in the Faroe Islands 
were among persons >65 years of age, even though 
this group constitutes 17.6% of the population (3). 
Low incidence among persons >65 years of age re-
flects the timely government restrictions on access 
to care homes, nursing homes, and hospitals, which 
might explain why no COVID-19 deaths or inten-
sive care unit admissions occurred and only 8 case-
patients were admitted to hospitals during the first 
wave in the Faroe Islands.

After the initial success of eliminating COVID-19, 
government travel restrictions remained strict, and a 
14-day quarantine was recommended for travelers ar-
riving in the country. Travel restrictions were loosened
on June 15, quarantine was no longer requested, and
only 1 test was required at the border. Lifting travel re-
strictions did not lead to an instant influx of cases, but
some sporadic cases were found among tourists at the
borders and foreign workers at harbors in the Faroe Is-
lands. However, on August 4, two locally transmitted
cases of unknown origin put an end to a streak of 104
days without locally transmitted cases.

The number of close contacts put in quarantine 
fell quickly after government recommendations were 
implemented (Figure 6). After the outbreak’s initial 
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Figure 3. Transmission chains 
of coronavirus disease, Faroe 
Islands. All transmission 
chains are shown but are not 
represented chronologically. 
Transmission is based on 
persons, not events. The 3 open 
symbols represent known cases 
that were not tested or that 
tested negative for coronavirus. 
Blue shading in hectogons 
denotes secondary, tertiary, 
and quaternary cases infected 
from primary case. When 
multiple exposures were known 
for a case, the first exposure 
was chosen as the source of 
infection; this choice might 
slightly overestimate the number 
of secondary cases caused 
some infectors. The 20 cases 
shown in the top right were 
imported and led to no further 
infections. Among 9 cases that 
originated from contact with 
known but untested persons 
or persons with negative test 
results (denoted by open circles), we presume the tests were false negative; those who were not tested had relevant symptoms and 
contact with later cases but had left the country or the course of the disease was over before their case was discovered. We classified 
cases that caused >10 secondary infections superspreading cases.
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days, implemented restrictions resulted in quarantine 
of most new cases before diagnosis because of travel 
or contact with a previous case (Figure 5). This find-
ing demonstrates that contact tracing and quarantine 
were effective strategies, despite some cases persisting 
without quarantine. Unquarantined cases were among 
cases of unknown origin or contacts not included in the 
close contact quarantine guidelines. Cases diagnosed 
outside of quarantine might indicate that contact trac-
ing and quarantine would not have been enough to 
eliminate the epidemic without simultaneously imple-
menting social distancing measures.

Mapping the transmission chains of COVID-19 
revealed that most cases infected few or no secondary 
contacts, whereas 3 superspreading cases set off long, 
aggressive chains that led to most of the identified 

secondary locally transmitted cases. When we 
mapped transmission chains, among cases that had 
multiple exposures but the most likely infector was 
unclear, we chose the first diagnosed case in the chain 
as the infector, which might slightly overestimate the 
number of secondary cases caused by some infectors.

The observation of superspreading persons aligns 
with previous findings in many infectious disease 
outbreaks, including the 2002–2003 SARS outbreaks, 
in which a small percentage of cases in a population 
caused most transmission events, known as the 20/80 
rule (14). Our observations support other reports that 
indicated super-spreading has played a major role in 
the current outbreak of COVID-19 (15).

Variation in demonstrated infectiousness can be 
affected by host, pathogen, or the environment. The 3 
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Figure 4. Time-varying reproduction number (Rt) and observed reproduction number (Robs) for coronavirus disease by date, Faroe 
Islands. Green shading indicates 95% CI for Rt. We noted a rapid decrease in Rt, from 4.88 on March 16. From March 24 onward, 
Rt and Robs were <1 until April 22 when the last case was confirmed in the Faroe Islands. After May 4, Rt rose >1 due to increasing 
uncertainty in the estimate. We calculated Rt by using the EpiEstim package in R (R Foundation for Statistical Computing, https://www.r-
project.org) and local data on serial interval and imported cases. Robs was determined by information from the transmission chains. We 
made 2 adjustments to compare Robs to Rt: we moved Robs 5 days forward (equal to the serial interval) because Robs is measured on the 
infector; and we set Rt on the infected case. When the infector was unknown, we set transmission as 5 days earlier, equal to the serial 
interval, to avoid underestimating Robs by censoring those cases. R0, reproduction number; Robs, observed reproduction number; Rt, time-
varying reproduction number.
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superspreading cases in our study had many sporadic 
contacts, were of varying ages and of both sexes, and 
had no underlying conditions. Although we do not 
have data to speculate on why these persons spread 
the disease more effectively than others, known risk 
factors for superspreading described in the literature 
for other infectious disease epidemics include co-infec-
tions, a higher viral load in superspreaders, or that su-
perspreaders had more close contacts than other cases 
(14,16). Other hypotheses for these apparent differences 
in COVID-19 spread could be that some transmission 
chains in the Faroe Islands had more contagious strains 
of SARS-CoV-2 than others, which other preliminary 
studies might support (17,18). Further studies, includ-
ing sequencing of SARS-CoV-2 viruses from the Faroe 
Islands, will further investigate these aspects.

Of note, infection in the Faroe Islands appears to 
have been spread by a small number of quarantined 
children who tested negative, presumably because 
of false-negative tests. The children were exposed in-
dependently and were quarantined with their family 

members who later tested positive for SARS-CoV-2 
without exposure to positive cases themselves. The 
children continued to test negative with repeated tests.

The Faroe Islands are a unique place to investi-
gate the effects of COVID-19. Because of large-scale 
testing in the country, few unrecorded cases would be 
expected, and this was confirmed by seroprevalence 
study. The study, conducted during April–May in a 
representative 2% sample of the population, assessed 
SARS-CoV-2 seroprevalence at 0.7%, indicating only 
a few unrecorded cases (19). The performance and 
sensitivity of RT-PCR tests in community settings has 
been in doubt because the likelihood of a false-nega-
tive test is assumed to be higher among persons with 
mild or no symptoms compared with hospitalized 
patients. However, our practical experience shows 
that elimination is possible with large-scale testing, 
even if some cases might be missed due to false-neg-
ative results. One consequence of the intensive test-
ing regime in the Faroe Islands is that clinical data re-
flect symptoms in the milder spectrum of COVID-19  
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Figure 5. Percentage of known coronavirus disease cases quarantined by date, Faroe Islands. During March 3–12, 2020, no cases 
were quarantined because no previous infection was diagnosed in the Faroe Islands and travel quarantine was not enforced yet. 
After March 12, most cases were quarantined, either as a result of recent travel or close contact with a positive case. However, some 
nonquarantined cases persisted and an unquarantined case was identified on April 3.
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disease. Studies in other countries might overestimate 
the prevalence of severe symptoms because severe 
cases are more likely to be tested in those settings, 
and some milder cases might be missed.

Studies from other countries have shown pro-
portions of asymptomatic cases ranging from 11.9% 
to 51.7% (12,20–22). We found 11.2% of cases in our 
study were asymptomatic. One reason for the dif-
ference might be that COVID-19 symptoms initially 
were used as criteria for testing in the Faroe Islands 
and some asymptomatic cases might have been 
missed. Another explanation of the different propor-
tion of asymptomatic cases might be misclassification 
of symptoms in previous reports from the country, 
meaning COVID-19 cases categorized as asymptom-
atic patients were presymptomatic. The most preva-
lent symptoms reported by COVID-19 cases in our 
study were fever, headache, and cough, similar to 
findings in other studies (12,21,23,24).

In the Faroe Islands, both Rt and Robs showed a 
rapid decrease as effects of social distancing, contact 
tracing, and quarantine were established, which indi-
cates that the measures had the desired effect. Toward 
the end of the epidemic, after May 4, Rt increased to 

>1 and had an increasingly high 95% CI, even though
no new cases were detected after April 22. Rt should
not increase without new cases, but the increase seen
here is likely due to the small size of the dataset and
increasing uncertainty.

If R0 falls to <1, an epidemic will die out, indicat-
ing that measures to suppress the spread are working. 
Changes in R0 should be interpreted with caution, and 
assigning causal effects to specific government mea-
sures is challenging because several measures were 
implemented at the same time or over short periods 
(Figure 2); their effects on the contagion only can be 
seen after some delay. The changes in individual be-
havior caused by the media focus on the pandemic 
probably also have had an independent effect from 
any government measures. Furthermore, the statisti-
cal methods we used frequently overestimate R0 in 
the early stages of an epidemic, which would make 
the decrease in R0 seem more rapid than it was (25).

Most countries have pursued a strategy to miti-
gate the spread of COVID-19 and flatten the epidemic 
curve, but others, such as New Zealand, announced a 
goal to eliminate COVID-19 (13,26). The Faroe Islands 
successfully eliminated COVID-19 on May 8, 2020, 

756 Emerging Infectious Diseases • www.cdc.gov/eid • Vol. 27, No. 3, March 2021

Figure 6. Mean number of contacts per coronavirus disease case placed in quarantine each day, Faroe Islands. The number of close 
contacts per case quickly dropped after March 12, 2020, and the effects of social distancing due to government measures, changes in 
social behaviors, and quarantine is apparent.
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but because controls on incoming travelers were re-
duced, elimination did not last (27).

A strength of this study is the use of nationwide 
data that includes all confirmed cases and prospective 
reporting of symptoms, which gives a more accurate 
description of COVID-19 symptoms compared with 
studies focusing on admitted patients. Furthermore, 
because the Faroe Islands had some of the world’s 
highest per capita testing rates, few unreported cases 
could be expected, strengthening the representation 
of the general course of the illness in the country.

Limitations of our study include the limited sensi-
tivity of oropharyngeal swabs used for RT-PCR, which 
might lead to false-negative test results and, thus, un-
derestimating the total number of cases. However, a 
follow-on seroprevalence study in the Faroe Islands 
indicated few unrecorded infections (19). With 187 
cases, no fatalities, and few hospital admissions, as-
certaining much about severe COVID-19 in the Faroe 
Islands is difficult, but the country shows a good rep-
resentation of the most general course of disease. The 
Faroe Islands only have sea borders, and COVID-19 
elimination here might not be readily generalizable to 
countries with land borders because control of incom-
ing travelers can be more difficult in such settings.

In conclusion, our study includes all nationwide 
cases during the first wave of COVID-19 in the Faroe 
Islands, adds to the knowledge of COVID-19 symptoms 
in mild cases, and further supports to the role of super-
spreading in the pandemic. An effective suppression 
strategy led to eliminating the first wave of COVID-19 
in the Faroe Islands, but the infection reappeared after 
the borders were reopened. This reemergence is indica-
tive that other countries with easily monitored borders 
could feasibly eliminate COVID-19 by using a combi-
nation of large-scale testing, contact tracing, social dis-
tancing measures, and border restrictions. The rise of a 
second COVID-19 wave also is a warning that relaxing 
border restrictions will lead to a rise in infections.
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Methicillin-resistant Staphylococcus aureus, bet-
ter known as MRSA, is often found on human skin. 
But MRSA can also cause dangerous infections that 
are resistant to common antimicrobial drugs. Epide-
miologists carefully monitor any new mutations or 
transmission modes that might lead to the spread of 
this infection.

Approximately 15 years ago, MRSA emerged in 
livestock. From 2008 to 2018, the proportion of in-
fected pigs in Denmark rocketed from 3.5% to 90%. 

What happened, and what does this mean for  
human health?

In this EID podcast, Dr. Jesper Larsen, a senior re-
searcher at the Statens Serum Institut, describes the 
spread of MRSA from livestock to humans. 


