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[ SouthAfrica/KRISP_K002281/2020 CTCCCACCOAGBAGCCCGLCGCCOTGCGTGRTCCGCACCBOCCGTCCOAGACCECGCE
T KRISPZK002269/2020 CCGCCOCCCTCETERTCCATACCOCCCETOCOAABACCGETCD
| CTCCCACCEACGARCOEG0CREEEae CCCGTCCGBAGACNTCGCE
§i | f‘ CGTCGCCCC GCGTGGTCTGCACCGCCTTTCCGAAGACCGCGC-

'—-sqummoa/xmspjwzns/zuzu CEOTCOCCCCOCETAATCCBCACCOCCT
_ETHZ_270169/2020 Crecear GCCCTGCGTGGTT \TTocece
——t % ¢ CTCOCACCCAGBAGCCCGOCGECCTGTCTO0TCCECACCGOCTGTCCTAAGALLGEGCS
8 10 oland/QEUH_95F428/2020 TTCCCACCCAGBAGCTCGCCRCCCTGCGTEETCCACACCGCCTGTCCTAAGACEGCGEE
0088 CTCCCACCCAGGAGCCCGCCGTCCTGCAGGGTCCGCACCECCTGTCCGAAGACCGLGCE
T CCTGCAGEGTCCECACCECCTGTCCGAAGACCGCGLE
CTCCCACCCAGGAGCCCGCCGTCCTE06666TCCECACCECCTGTCCBAAGACCEOGCE
CTCCCACCTAGGAGCCCGCCGTCCTGCOE6GTCCECACCECCTGTCCGAAGACCGLGCE
CTCCCACCCAGBAGCCCGCCGTCCTGCBE6GTCCGCACCECCTGTCCBAAGACCGLGCE
CTCCCACCCAGGAGCCCGCCOTCCTGCOEGETCCECACCECCTGTCCHAAGACCGCGCE

CTCCCACCCAGBABCCCGCCGTCCTCBBAGTOCRCACCRCCTGTCCAABACCECACE
[ GTCCTGCGGGGTCCGCACCGTCT GCGCE
CTCCC&CCCAGEAGCCCGCCGICCTECGGGETCCGCAYCGCCTGTCCGAAGACCGCGCG
CTCTCACCCAGGAGCCCGCCGTCCTECEG6ETCCTCACCECCTGTCCBAAGACCGECGLE
CTCCCACCCAGGAGCCCGCCOTCCTGCOGBETCCECACCGCCTGTCCBAAGACCGCGCE
CTCCCACCCAGEABCCCGL CGTC CTGCGGGGTC CGCAC! chcTGchGAAEACCGCG ]

TGC
CTCCCACCCAGGAG CCCGC CGIC CTGCGG GGTC CGCAC! CGCCTGTTCGMGACCGCG CG
T

TCC GT TGTTC!
CTCCCACGCAGGAG CCCNCC GIC c TECG GGETC CGCACH DGCCTGTTCWEACEGCG CG
GTCCGCACCGCCTGTTCBAAL
CTCECACCCAGRAG CCCGCCGTCCTGCGGGGTC CGCACCGCCTGTTCGAAEACCGEG CG
CTCCCACCCAGGAGCCCGCCGTCCTGCGGGGTCCGCACCGCCTGTTCGAAGACCGCGLG
CTCCCACCCAGEAACCCGCCBTCCTECBEEETCCECACCECCTGTTCBAABACCGCGLE
CTCCCACCCAGGAGCCCGCCOTCCTGCOEEGTO CGCACDGCCTGTTCGMGAECGCG CG
CTCCCACCCAGEAGCCCGCCGTCCTGCGEEGTCCECACCECCTGTT!
CTCCCACCCAGGAGCCCGCCGTCCTGCEGEGTCCGCAC CGCCTGTTCBMEABCGCG E-G
CTCCCACCCAGGAGCCCGCCGTCCTGCEEEGTCCECACCGCCTGTTCGAAGACNGCGCG
CTCCCACCCAGBAGCCCGCCGTCCTGCEEGGTCCEGCACCGCCTGTTCBAAGACCGCGCE
CTCCCACCCAGEAGCCCGCC mc cTGcGGGGTc CGCACCGCCTGTTCOAAGACCGCGCE
cT TGCBGEGTCCBCACCECCTETTCEAABACCACGCE
CTCCCACCCAG CCTGCGGGG CTGTTC
CTCCCACCCAGBAGCCNGOCGTCCTGEBO0GTC cscm: CGECTGTTCGAAEACCGEG CG
GTCTTGCEEGET TGTTC!

DTCCCACCCATGAG CCCGCCGTOCTGCEGGGTCCGCACTGCCTGTTCBAAGACCGCGLG
CTCCCACCCAGGAGCCCGCCGTCCTGCGEGEGTCCGCACCGCCTGTTCGAAGACCGCGCE
CTCCCACCCAGGAGCCCGCCGTCCTGCEGGGTCCECACCGCCTGTTCBAAGACCGCGCE
CTCCCACCCAGGAGCCTGCCGTCCTGCGGGGTCCECACCGLCTGTTCGAAGACCGCGLG
CTCCCACCCAGEAGCCCGCCGTCCTGCE66GTCCGCACCGCCTGTTCEAAGACCGCGLE
CTCCCACCCAGEAGCCCGCCGTTCTGCG66GTCCECACCGCCTGTTCOAAGACCGCGLE
CTCCCACCCAGBAGCCCGC CG'IC CTGCGG! GGTC CGCAC! CGECTGTTCGAAEACCGEG CG

TCCTGCGGGE’ "COAA
CTCECAECCAGTAG CCEGCCGTC CTR06066TC CGCACCGCCTGTTCGAAEACCGCG CG

0CV0241
127 CTCECACCCAGGAGECCGCEGTCETGCGGGGTCEGCAECGECTGTTCGAAEAECGCGCG
20CV0034 CCTGCBEEGTCCECACCGCCTGTTCEAAL

b 20CV0140 CTCCCACCCAGGAGCCCGCCG'ICCTGCGC\GGTCCGCI\CCGCCTGTTCBAAEAECGCGCG
CTCCCACCCAGEAGCCCGCCGTCCTGCGE6GTCCECACCECCTGTTCGAAGACCGLG CG

y——20CV0084 CTCCCACCCABEAGCCCGCCBTCCTGCBEEETCCENACCGCCTGTTCBAABACNGCGLE
150 CTCCCACCCAGEAGCCCGCCBTCCTRCEG6ETCCECACCECCTGTTCOAAGACNGCGTE
0CV0183 CTCCCACCCAGEAGCCCGCCGTCCTGCEGEGTCCGCACCGCCTGTTCGAAGACCGCGTG
0CV0133 CTCCCACCCAGBAGCCCGCCGTCCTGCEGGGCCCECACCGCCTGTTCBAAGACCGCGCE
0CV0216 CTNCCNNNCAGGANNCCNCCGTCCNGCGGGGNCCNCACCGCCTGCNNNAAGACNGCGCG
L +20CV0231 CTCCCACCCAGBAGTCCGCCGTCCTGCEEEGLCCECACCGLCTGTTCBAAGACCGCGCE
0CV0080 CTCCCACCCAGEAGCCCGCCTCOCTGCGG6GTCCECACCGOCTGTCCBAAGACCGCGLE
20CV0161 CTCCCACCCAGEAGCCCGCCTCCCTECEEEETCCECACCECCTGTCCBAABACCGCGLE

CTCCCACCCAGGAGCCCGCCGCCCTGCEE6TTCCECACCECCTGTCCGAAGACCGLGCE
CTCCCACCCAGGAGCCCGCCGCCCTTCEGGGTCCGCACCGCCTGTCCGAAGACCGCGLEG
TCCC GCCCTTCEGGGT TGTCCBAAS
CTCCCACCCAGGAGCCCGCCGCCCTTCGE6GTCCECACCGCCTGTCCGAAGACCGAGCE
A AR B0 00 CoaC COT IO G8a T O CACCSCO T TOOMAARNCD 3ADCS
GCCCTTCEGGGTCCGCACCGO!
crccc»\:ccnsmﬁcccﬁccscccmcecsencemccsccmrccwe;xccscace
CcT TGCGGGGTCCGCACCGCCT
T CACLCAGGABCCCDCCOEECTaNO08ATCLaALCRCCTOT COAMBACLOCALS
IO CALCCAGGABCCCNCCOCCC TCBOGETOCGCACCLCTGTCCBRABACCGLGCG
GTCCGCACCGCCT!
CTCCCACCCAGGAGCCCGCCGCCCTGCGGGGTCCGCACCGCCTGTECGAAEACCGCGCG
T OO CACCCASB AR CCaCCaCCCTACBOBETCCBCACCRCCTGTCOBAABACCOCGC

CTCCCACCCAGGAGCCCGCCGCCCTGCGGGGTCCGCACCGCCTGTCCGAAGACDGCGCG
cT GCCCTGCGBGGTCCGCACCGCCTGTCCBAAGACCGLGCE
CTNECA[EEAGGAENC[NCCNCECNGEENNNNECN[AECGECNGTNNGAAEACMGEGCM
CTCCCACCCAGBABCCCGCCGCCCTGCBEGETCCECACCGCTTGTCCEAAGACCGCGCE
CTCCCACCCAGGABCCCGCCGCCCTGCBEBETCCECACCTCCTGTCCGAAGACCGCGCE
CTCCCACCCAGGABCCCGCCGCCCTGCEEEETCCECACCGCCTGTCCRAATACNGCGCE

T CTGCEGEGTCCGCACCRLCTGTCCAAGACCGLGLE
CTCCCACCCAG GCCCTGCEG0 CTGTCC
c GCCCTGCE6GGTCCGCACCGCCT GCGCE

CTCCC NCNNNNCCC CNCACCGCCT CGCGCE
CTCCCACCCAGGAGCCCGCCGCCCTGCOEGETCCECACCGCCTGTCCRAAGACCGCGCE
CTCCCACCCAGEAGCCCGCCGCCCTGCGGEGTCCBCACCECCTGTCCBAAGACCGCGLE
CTCCCACCCAGEAGCCCGCOGCCCTRCBGEETCCECACCGOCTGTOCBAAGACCGCGLE
CTCCCACCCAGGAGCCCGCCGCCCTGCGGTGTCCGCACCGCCTGTCCGAAGGCCGCGLE
CTCECAECCAGGAGCCEGCCGCCETGCGGTGTCCGCACCGCCTGTCCGAAEGCCGCGCG

CGCCCTGCBOEGTCCOCACH
CTCCCACCCAGGAGCCCGCCGCCCTGCGCGGTCCGCACCGCCTGTCCGAAEACCGCGCG

CCCTGCE66G

GCCCTGCEEEGTCCGCACCGLCT
CTCCCACCCABBAGCCCO0C00CCTOLBO0GTCLRCACCOCETOTCCOMBACCOCOCE
CTCCG CCGCCGCCCTGCEGEGTCCOCACCGLCT CGCGCE

cT ACCGCCTGTCCBAAL

CTCCCACCCAGGAGCCCGCCGCCCTGCEEEGTCCECACCGCCTGTCCBAAGACCGCGCE
CTCCCACCCAGEAGCCCGCCGCCCTGCE666TCCGCACCGCCTGTCCGAAGACCGCGLG
CTCCCACCCAGBAGCCCBCCOCT ETGCEGGGTC CGCACCGCCTGTCCBAABACCGCGCE

GCC COCACC
cTcCC GCCCTOC0606TCOREACCRECT CGCGCE
c GCCCTGCGGGGTCCGCACCGLCTGTCC! G
CTCCC CGCCCTGCGEEETCCGCACCGCCTGTCCGAAGACCGCGLE

CTCCCACTCAGGAGCCCGCCGCCCTECEG6ETCCECACCECCTGTCCBAAGACCGCGLE
CTCCCACCCAGEAGCCCGCCECCCTECEG66TCCECACCEOCTGTCCOAAGACCECGEE

0CV0235 cT CTGCEEGETCCECACCGLCTGTCCEAAGACCGLRCE
0CV0144 CTCCCACCCAG GCCCTGCEGGET \CCGCCTGTCCH
2 0CV0189 CTCCCACCCGGEAGCCCGCOBCCCTECEGEGTCCECACCEOCTGTCCBAAGACCECGEE

CTCCCACCCAGGAGCCCGCCGCCCTGCGGGET TGTCCGAAL
TGCGGGGTCCECACCGECT

L‘TCCCACCCAGEAGCCCGCTGCCETGCGGGETCEGCACCGECTGTECEAAEAECECGCM
CTCCCACCCAGBAGCCCGCTGCCCTGCEEGGTCCECACCGCCTGTCCBAAGACCGCGCE
CTCCCACCCAGEAGCCCGCCGCCCTGCEGEGTCCECACCGLCTGTCCGAGGACCGCGLG
CCACCCA! GCCTGTCCGAAGACCGCGCE
CTCCCACCCAGBAGCCCGCCBCCCTECEG6GTCCECACCECCTGTCCBAAGACCECGLE
CTCECACECAGEAGCCCECCGCCCTGCEGGGTCCGCACCGECTGTECGAAEACCGCGCG
GCCCTGCEEGCT CGCGC

CTCCC bCCCTGCGGGGl\.\.u \CC CCTGTCCGAAGACCGCGCG
c Fﬂ'"LbCCCTGCGGGGTCCGCu‘\CChL\-\ LA:LU\A}
cT CTGCGEGGETCCGCACCGLCTGTCC

Appendix Figure. Phylogenetic tree as presented in Figure 2 of the main article, although only taxa from the
recent New Zealand outbreak are included, alongside five closest outgroup taxa. Clade posterior support
values (percentages) are labelled on internal nodes. Alignment positions are only included in the figure if the
site contains at least two variants among the taxa considered (ambiguous nucleotides are ignored from the

count). The minority character in each column is colored.
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