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NCDC Guidelines for Lassa Fever Diagnostic Specimens 

Strict adherence to infection prevention and control measures is recommended 

throughout the specimen collection process, including waste disposal and disinfection. The 

following specimens are recommended for collection from live patients; 

• Whole blood in EDTA 

➢ 5ml from adults 

➢ 2-3mls from children 

➢ 1.5ml from neonates 

Depending on clinical parameters, others such as CSF, breastmilk, semen etc may be 

used 

• The following information should be captured for every specimen collected from a 

patient; Name of Patient, Patient ID (Hospital number, lab number or Epid no), 

date of collection and State. 

Timing of specimen collection 

• Specimens for molecular detection should be taken when a patient exhibits 

symptoms that meet the case definition of Lassa Fever virus infection. 
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• If specimens are collected less than 3 days after onset of symptoms, additional 

specimens will be needed if the test result on the first specimen is negative. The 

second specimen should be collected at least 48 hours after the first specimen. 
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Appendix Table 1. Demographics of Lassa-Negative patients whose samples are included in this study. 
Group No of samples Age range Median age, yrs SD 
Male 93 2 month –70 yrs 23.20 16.30 
Female 67 1yr–65 yrs 25.73 16.40 
Overall 160 2 months–70 yrs 25.53 16.28 

 
Appendix Table 2. Distribution of TaqMan Array Card (TAC) positive results by the number of pathogens detected in each patient 
sample. Total number of patient samples tested = 160. 
Pathogen/Sample Number of Samples 
0 76 
1 50 
2 18 
3 11 
4 1 
5 3 
6 0 
7 1 
Total 160 

 

 

 

https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=31779668&dopt=Abstract
https://doi.org/10.1186/s13059-019-1891-0
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=20080505&dopt=Abstract
https://doi.org/10.1093/bioinformatics/btp698
https://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&list_uids=15980325&dopt=Abstract
https://doi.org/10.1128/AAC.49.7.2598-2605.2005


 

Page 3 of 5 

Appendix Figure 1. Nigerian National Laboratory Testing Algorithm & Case Definition for Lassa Fever 

Virus. 

Appendix Figure 2. TaqMan Array Card Layout (West Africa Panel). This system is based on singleplex, 

reverse transcription real-time PCR (RT-PCR). The 384-well microfluidic card is pre-spotted with PCR 

reactions allowing a single sample to be simultaneously screened for up to 50 pathogens. Variants of 

these cards are already commercialised for multiple gene expression and micro-RNA expression 

analyses, have been extensively used in cancer research and have been used previously for infectious 

disease investigations (S. Minot et al., unpub. data, 

https://www.biorxiv.org/content/biorxiv/early/2015/09/28/027607.full.pdf) (1,2). 
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Appendix Figure 3. Distribution of TaqMan Array Card (TAC) positive results by the number of positive 

“hits” detected in each patient sample. Total number of patient samples tested = 160. 
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Appendix Figure 4. Ct Values from samples run on the TaqMan Array Card. Average Ct values (inc. SD) 

presented by pathogen/target detected in each patient sample by TaqMan Array Card (TAC). The 

majority of samples registering a positive “hit” fell between Ct 25-35 and ranged from a low of 16.2 (N. 

meningitidis) to a high of 43.8 (Proteus spp.). Although Proteus spp registered a high Ct, this is not 

considered to be an aberrant result. Bloodstream infection (BSI) due to Proteus mirabilis strains is a 

relatively uncommon clinical entity, and its significance has received little attention to-date. Patients with 

detectable Proteus mirabilis BSIs present with sepsis, severe sepsis or septic shock all of which have 

some clinical manifestation common to Lassa fever (3). 
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