Article DOI: https://doi.org/10.3201/eid2806.220171

Fasciolopsis buski Detected in Humans in
Bihar and Pigs in Assam, India
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Appendix 2 Figure 1. Alignment of the ITS2 gene region highlighting genetic variations (red) between F.

buski isolates from India and from China and Vietnam.
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Appendix 2 Figure 2. Alignment of the cox1 gene region highlighting genetic variations (red) between F.

buski isolates from India and from China and Vietnam.
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Appendix 2 Figure 3. Alignment of the translated cox1 gene region highlighting genetic variations (red)

between F. buski isolates from India and from China and Vietnam.
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