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Appendix 

Appendix Table. Accession numbers for partial and complete sequences reported in this work, and the collection location 
(Department) for each sample* 

Department 
Accession no. 

(Sanger, partial nsp4) 
Accession no. 

(NGS genomes) 
Salto PP933711.1 ND 
Paysandú PP910830.1 PP620641.1 
Rio Negro PP935254.1 ND 
Paysandú PP935255.1 ND 
San José PP935257.1 PP620642.1 
Rocha PP935256.1 PP620645.1 
Rio Negro PP935258.1 ND 
Rocha PP935259.1 ND 
Paysandú ND PP620644.1 
San José ND PP620643.1 
San José ND PP620646.1 
*ND, not done; NGS, next-generation sequencing 
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