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To the Editor: We read with interest the article
by Castilletti et al. that showed prolonged shed-
ding of Oropouche virus (OROV) in various body
fluids (1). In addition, the authors isolated OROV
from semen of 1 patient. The findings of that report
coincide with multiple relevant findings, includ-
ing our similar observation and findings of OROV-
specific IgM in 6 of 68 newborns with microcephaly
(2) and of OROV vertical transmission resulting in
fetal death (3).

Using real-time reverse transcription PCR (RT-
PCR), we detected OROV infection in a male patient
returning to the Netherlands from Cuba in August
2024 (4). We also detected OROV seroconversion
by using in-house methods and excluded dengue
virus infection. The patient recovered without com-
plications and agreed to donate follow-up samples
(i.e., urine, blood, feces, and semen). OROV ge-
nome was still detectable by real-time RT-PCR in
all samples except feces up to 32 days after symp-
tom onset, which is longer than was generally de-
scribed (5) before the article published by Castilletti
et al. (I). RT-PCR cycle threshold (Ct) values in all
specimens gradually increased, and thus viral load
reduced over time. Urine and semen samples ob-
tained 17 and 32 days after symptom onset had the
lowest Ct values (Ct 21.8 for urine and 25.5 for se-
men on day 17, and 24.7 for urine and 29.8 for semen
on day 32), but virus culture was unsuccessful. We
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obtained near full-length genomes from serum,
urine, and semen at both time points by using am-
plicon-based Nanopore sequencing (6) (GenBank
accession nos. PQ572768-PQ572779). Moreover, the
partial sequence obtained from the later semen sam-
ple contained 2 single-nucleotide polymorphisms in
the large segment, which may indicate prolonged vi-
rus replication in the immune-privileged testis.

The increasing evidence that OROV infection
during pregnancy can affect fetal development is con-
cerning. Although sexual transmission of OROV has
yet to be fully studied, our findings, along with those
of Castilletti et al., indicate potential. However, the
outbreak, although slowing, is still ongoing in Cen-
tral and South America.
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To the Editor: We read with interest about the
leprosy case in central Florida, USA, described by
Bhukhan et al. (1). We report a similar case of lep-
rosy (also known as Hansen disease), diagnosed in

Figure 1. Leprosy lesions in a 55-year-old female patient in north Florida, USA. Multiple hypopigmented plaques with erythematous
borders appeared along the right posterior forearm (A), right forehead (B), right trapezius (C), and left posterior forearm (D).

a 55-year-old female patient in northern Florida, that
exhibited tuberculoid features. Mycobacterium leprae
was detected by PCR in multiple biopsied lesions,
confirming the diagnosis.

The patient manifested multiple macules and
patches with central clearance and erythematous
borders without hypoesthesias on the right arm
and shoulder (Figures 1, 2). She denied having fe-
ver, chills, or abdominal pain but reported right
knee pain and swelling, suggestive of arthritis,
which is not uncommon in patients with leprosy.
We prescribed monthly doses of 600 mg rifampin,
400 mg moxifloxacin, and 100 mg minocycline. We
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Figure 2. Histologic analysis of
skin biopsies from a 55-year-
old female patient with leprosy
in north Florida, USA. Skin
biopsies from right proximal
ventral forearm (A) and left distal
dorsal forearm (B) underwent
hematoxylin and eosin staining.
Arrows indicate areas of dermal
= granulomatous inflammation.
Original magnification x100.
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