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Detection of Burkholderia thailandensis in 
Soil Samples, Suriname 

Polymerase Chain Reaction and Whole-Genome Sequencing 

Polymerase chain reaction and whole-genome sequencing were performed as previously 

described and sequences were processed by using the latest available software versions including 

kSNP4 v4.1 (1,2). We cleaned one of our Mycobacterium tuberculosis contaminated B. 

thailandensis sequences (ERS20924713) with a publicly available tool and NC_000962.3 as 

reference sequence, followed by extraction of the unmapped B. thailandensis reads with 

SAMtools v1.17 (3). 
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