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Appendix 2

Whole gene alignment NA
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NA ectodomain (residues 82-469) = 388

srf res = 223

Tx37 vs Nebld =

345/388 residues in the ectodomain were sharded (89% similarity)
NA monomer 165 buried 5A radius setting = 223 residues exposed

186/223 surface exposed residues were shared (83.4% similarity)

Appendix 2 Figure 1. Alignment of NA proteins of A(H1N1pdm09 Nebraska/14/2009 and A(HSN1)

Texas/37/2007 viruses. The surface exposed residues (Srf res) were marked with “s” in the alignments.
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HA Tx37 vs Nebld =

HA1l (1 to 329); HA2 (330 to 499)

107/238 HAl surface residues were shared (45% similarity)
111/138 HA2 surface residues were shared (80.4% similarity)

Appendix 2 Figure 2. Alignment of HA proteins of A(H1N1pdmO09 Nebraska/14/2009 and A(H5N1)

Texas/37/2007 viruses. The surface exposed residues (Srf res) were marked with “s” in the alignments.
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