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Presence or Emergence of Canine
Leishmaniasis, Malawi
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Appendix 1 Figure 1. Map of Malawi showing sampling sites. The map was generated using QGIS
software (version 3.40.1).

1of2


https://doi.org/10.3201/eid3201.250855

OM341612_L. tarentolae

GQ920676_L. aethiopica

944 NC_007268_L. major

FJ948464_L. tropica

HQ830354_L. donovani_China

7774 FJ753386_L. donovani_USA

PQ157708_L. donovani_Sudan

PV557457_L. donovani_Kenya

JQ730002_t. donovani_Brazil

JQ730001_L. donovani_Brazil

00 AM901449 L. donovani_India
NC_018254_L. donovani BPK282A1(refseq)
PQ157707_L. donovani_India
PQ157709_L. donovani_India

— ON796538_L. infantum_lseael

72.81 KU680960_L. intantum_Italy

AJB34347_L. infantum_Spain

AJ634355_L. infantum_France

MW534746_L. infantum_Sudan

AJ000306_L. infantum_Brazil

OM341617_L. infantum_Tunisia

MW538642_L. infantum_Brazil

PV927162_L. infantum_Zombal24dMWDC22 *

AJ000304_L. infantum_Brazil

PV927160_L. infantum_Malawi_Zomba/Culturelsolate_24MWDC40 *

AJ000304_L. infantum_Brazil

PV927158_L. inf: _Malawi_Nkotakota/24MWD61 *
PV827157_L. infantum_Malawi_Mchinji23MWD116 *
PV927156_L. ii _Malawi_Zomba/24MWDC110 *

FN398341_L. infantum_Uzbekistan

AJ000303_L. infantum_Germany

GCA_000002875_L. infantum_refseq/JPCM5

PV927159_L. infantum_Malawi_Zomba/24MWDC73 *
AJ634345_L. infantum_China

Appendix 1 Figure 2. Maximum likelihood phylogenetic tree showing the relationship between entire ITS
sequences (ITS1, 5.8S, ITS2) of the study (bold) and selected L. infantum sequences obtained from

NCBI GenBank. Red stars: sequences obtained from blood samples. Blue star: sequence obtained from
an in vitro cultured isolate from Zomba dog 24MWD _C040. Sequences were aligned using MAFFT with L-
INS-i method. After manual trimming, a maximum likelihood tree was conducted using IQ-TREE 3 using
TPM2u+F+l, which was selected by ModelFinder Plus. All bootstrap values greater than 75% from 1000
replications are shown on the branch nodes. Leishmania tarentolae (OM341612) was used as the

outgroup.
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