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Because the epidemiology of Bundibugyo virus remains
unclear, we reanalyzed the first recognized outbreak
(Uganda, 2007). Adjusting for case underascertainment
and the effect of control measures, we estimated the
effective reproduction number (1.55, falling to <1 after
intervention) and case-fatality rate (31%, declining to
25%). The underascertainment rate was 15%.

Bundibugyo virus (BDBV) is 1 of 6 orthoebola-
viruses (genus Orthoebolavirus), constituting the
species Orthoebolavirus bundibugyoense (1) and causes
rare but severe disease in humans (2). Two other or-
thoebolaviruses, Ebola virus (EBOV) and Sudan vi-
rus, have caused the largest outbreaks and are highly
lethal; case-fatality rates (CFRs) average =50% (2).
BDBYV is considered less lethal; CFRs are reported to
be 30%-40%, and it has historically caused only small
outbreaks (3). The ongoing 2026 outbreak in the Dem-
ocratic Republic of the Congo and Uganda shows a
different pattern: first reports in late May 2026 re-
corded >600 suspected cases, and >2,000 cases were
projected within 3 months (4). Despite this potential
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for large outbreaks, the transmissibility and severity
of BDBV remain poorly characterized.

Control measures, such as case isolation, active
case finding, infection control in hospitals and isolation
wards, and safe burial practices, are key to curbing Eb-
ola outbreaks, in part by limiting superspreading and
lowering mortality rates (5). However, those measures
also alter the epidemiologic parameters used to char-
acterize an outbreak: the desirable reduction in the re-
production number can be accompanied by improved
case ascertainment and reduced mortality rates. Fail-
ing to account for the effect of control measures can
bias estimates of transmissibility and severity, whereas
adjusting for them yields values closer to the natural
history of the virus. In this study, we reanalyzed the
first reported BDBV outbreak (Bundibugyo, Uganda,
2007) (6) to obtain robust estimates of transmission po-
tential and CFR adjusted for both case underascertain-
ment and the effect of control measures.

We digitized weekly counts of confirmed and
probable cases from a 2010 study (6), retaining 110
cases (37 deaths) with a known week of symptom on-
set. We excluded 6 additional cases (2 deaths) lacking
onset dates. Those data are consistent with 116 con-
firmed and probable cases and 39 deaths (crude CFR
34%) reported for the outbreak (6). Control measures
were initiated in week 48, which we used to define
preintervention and postintervention periods. We es-
timated transmission with a renewal process incorpo-
rating intrinsic back-projection to the time of infection
(7), informed by the incubation period and time from
onset to transmission, the latter adapted from EBOV
(8). That linked the effective reproduction number (R))
to the time of infection rather than to symptom onset.
We modeled the intervention as a step reduction at
week 48 in R and in case underascertainment, together
with a multiplicative reduction in the CFR. We as-
sumed that deaths were fully recorded throughout the
outbreak, whereas nonfatal cases that occurred before
the intervention could have been missed (9). We fitted
the model in a Bayesian framework and report poste-
rior means with 95% credible intervals (Crls) (Appen-
dix, https://wwwnc.cdc.gov/EID/article/32/10/26-
1175-Appl.pdf).

Before the intervention, BDBV was capable of
sustained transmission of R of 1.55 (95% Crl 1.02-
2.36). The R markedly declined to 0.50 (95% Crl1 0.17-
1.15) after the intervention (Figure; Appendix Figure
1). We estimated that ~15% (95% Crl 2.7%-31.7%) of
cases were under ascertained, corresponding to 20
(95% Crl 3-51) cases predicted to be missed. After ad-
justing for underascertainment, the preintervention
CFR was 31.4% (95% Crl 21.8%-42.8%), which then
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Figure. Estimates of
epidemiologic parameters
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decreased to 25.1% (95% Crl 16.3%-34.6%), which
translated to an odds ratio of death (postintervention
vs. preintervention) of 0.75 (95% Crl 0.40-0.99). Those
estimates were robust to the time variation in case-
ascertainment during the preintervention period, and
posteriors deviated substantially from the priors (Ap-
pendix Figures 2-5).

Our findings suggest that BDBV is moderately
transmissible; its preintervention reproduction num-
ber was 1.5 and its CFR ~31%. That finding places
BDBV within the range of other orthoebolaviruses,
although with a lower CFR than typical EBOV out-
breaks. The R, fell to <1 after the outbreak response,
and the fatality risk also declined (the 95% Crl of
the odds ratio excluded 1). A reduction in transmis-
sion of ~35% sufficed to bring the R, to <1 and was
achieved by nonpharmaceutical interventions alone
in 2007. Such control measures remain operationally
demanding, as the 2026 outbreak shows. A serosur-
vey among close contacts of survivors conducted 29
months after the 2007 outbreak identified 13 symp-
tomatic infections that had not been recorded (10),
implying that 21.0% of symptomatic infections were
unascertained. That lies within the Crl of our esti-
mate of ~15% of missed cases, though above our
point estimate.

The primary limitation of our study is that it was
based on a single small outbreak and used counts
digitized from a previously published article, and no
BDBV-specific epidemiologic intervals were avail-
able. Estimates depended on the assumed time from
onset to transmission, the transmission-model struc-
ture, and assumptions about death ascertainment.
Some Crls were wide, particularly for the postint-
ervention R and the under-ascertainment rate, re-
flecting the small number of postintervention weeks
and the limited information on unascertained cases.
Our model also did not reproduce the peak in week
48, which could reflect superspreading (Appendix).
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Given the scarcity of epidemiologic data on BDBYV,
our estimates provide a basis for future modeling.
Nonetheless, more accurate BDBV-specific estimates
of the epidemiologic time intervals and transmission
parameters are still needed.
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We report a cutaneous ulcer outbreak in Sierra Leone in
2025 that predominantly affected ~403 schoolchildren.
The causative agent was confirmed as Haemophilus du-
creyi, a bacterium traditionally associated with the sexu-
ally transmitted infection chancroid but more recently
recognized as an emerging cause of lower limb cutane-
ous ulcers in tropical regions.

Nongenital cutaneous ulcers as a public health
problem commonly affect children in many trop-
ical regions, especially in West and Central Africa,
the South Pacific, and South Asia (1). Yaws, which is
caused by Treponema pallidum subspecies pertenue, has
historically been considered the primary causative
agent of such ulcers (2). In recent years, however,
several studies have demonstrated that Haemophilus
ducreyi is a leading bacterial cause of cutaneous ulcers
(lower leg lesions in the absence of genital lesions) in
yaws-endemic regions (3-5).

Beginning on October 29, 2025, several clus-
tered cases of lower limb cutaneous ulcers pre-
dominantly affecting schoolchildren in the Kayas-
sie community, Safroko Limba Chiefdom, Bombali
District, Sierra Leone, were reported to the National
Public Health Agency of Sierra Leone. The infec-
tions were originally suspected to be Bacillus an-
thracis infection. Restriction of close student-to-stu-
dent contact was advised for school management,
while immediate laboratory testing for pathogen
identification was launched. The outbreak showed
sustained transmission: 266 cases by December 24,
2025; 386 cases by January 13, 2026; and 403 cases
by February 10, 2026. Patients showed progressive
skin ulcerations, sometimes associated with local-
ized edema. The ulcers predominantly occurred on
the lower limbs, where opportunistic skin injuries
could easily develop, and commonly manifested as
a localized lesion with an irregular border. The base
of the ulcer was mostly composed of dry and crust-
ed tissue without a purulent exudate (Figure 1). Re-
covery progressed steadily after case treatment and
management (Appendix, https:/ /wwwnc.cdc.gov/
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