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Appendix 2 Figure. Turnaround time (TOT) between sample collection and public sequence submission
for human MERS-CoV isolates, stratified by WHO region and submission year. Boxplots summarize the
distribution of TOT values (median, interquartile range, whiskers, and outliers); red diamonds indicate
mean TOT. Panels show the WHO regions of the Americas (AMR), Eastern Mediterranean (EMR),
Europe (EUR), South-East Asia (SEAR), and Western Pacific (WPR).
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