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Appendix 1 Figure 1. Age in years and sex distribution of the study population. Bars represent counts
within each age group.
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Appendix 1 Figure 2. Age in years distribution according to clinical outcome (febrile illness, severe

cases, encephalitis, and fatal cases). Boxplots display the median, interquartile range, and range.
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Appendix 1 Figure 3. Relationship between cycle threshold values and genome coverage. Each point

represents an individual sample.
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