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Table. Rickettsia massiliae PCR conditions and amplicon size, Canary Islands, 2008*

Description Amplicon size, PCR annealing

Gene (GenBank accession no.) Primer sequence (5' — 3) bp conditions

16S rRNA 16S ribosomal RNA F: AGAGTTTGATCCTGGCTCAG 416 50°C/30 s
(GQ144453) R: AACGTCATTATCTTCCTTGC

ompB Outer membrane protein F: GGGTGCTGCTACACAGCAGAA 618 53°C/30 s
(GQ144450) R: CCGTCACCGATATTAATTGCC

dnakK Heat-shock protein 70 F: AGCGTCAAGCAACGAAAGAT 323 50°C/30 s
(GQ144451) R: CAAACGTTGAAGTGCTAAAGG

dnaA Chromosomal replication initiation F: CCTACTAACTTTGTTAGAGATT 241 56°C/30 s

protein (GQ144449) R: TGATGATTCTGCAACCGCTC

recA RecA recombination protein F: TGCTTTTATTGATGCCGAGC 428 52°C/30 s
(GQ144452) R: CTTTAATGGAGCCGATTCTTC

atpA ATP synthase F1 alpha subunit F: ACATATCGAGATGAAGGCTCC 731 48°C/30 s

(GQ144448)

R: CCGAAATACCGACATTAACG

*GenBank accession numbers correspond to R. massiliae sequences identified in this study. PCRs were completed by employing the Access RT-PCR
system (Promega, Madison, WI, USA) with 1 ng DNA, the oligonucleotide primers, and annealing conditions and with extension for 1 min at 68°C. F,

forward; R, reverse.

suggesting that the pathogen probably
was introduced in the Canary Islands
with infected R. pusillus ticks feeding
on rabbits. Alternatively, R. massiliae
infection levels in wild rabbits may
be below the PCR detection limit and
were not detected.

The Canary Islands are a popular
tourist destination. The presence of R.
massiliae in the islands constitutes a
risk for human infection and should
be considered in hospital diagnostic
and wildlife management strategies.
As with other Rhipicephalus spp., R.
pusillus ticks could feed on humans
under certain circumstances (10). Our
results emphasize the risks associated
with unsupervised animal transloca-
tions, a factor that probably plays a
role in the introduction of ticks and
tick-borne pathogens in different parts
of the world.
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Dengue Virus
Type 3 Infection in
Traveler Returning

from West Africa

To the Editor: GeoSentinel, the
global surveillance program of the
International Society of Travel Medi-
cine, recently reported that returning
travelers may serve as sentinels for
local outbreaks of dengue fever in
tropical areas to which it is endemic
(1). We investigated a case of dengue
virus (DENV) type 3 (DENV-3) infec-
tion in a traveler returning to France
from West Africa, which provided evi-
dence for DENV-3 circulation in Cote
d’Ivoire.

A 53-year-old French expatriate
living in Abidjan, the economic capi-
tal of Cote d’Ivoire, arrived in France
on July 17, 2008, and was hospitalized
4 days later with fever of 40°C, head-
ache, asthenia, anorexia, chills, diffuse
arthralgia, and myalgia. Results of a
physical examination were normal ex-
cept for a diffuse nonpetechial macular
rash and moderate hepatosplenomega-
ly. A tourniquet test was not performed.
At admission, platelet count was 103
cellss'mm? and leukocyte count was
2,410 cells/mm?. Thin and thick blood
smears and results of the immunochro-
matographic test (Binax NOW malaria
tests; Binax, Portland, ME, USA) were
negative. The patient recovered with-
out sequelae and was discharged 6
days after admission.

At admission, chikungunya vi-
rus—specific immunoglobulin (Ig) G
and IgM were not detected by indirect
immunofluorescence tests (2). IgG,
but not IgM, specific for DENV was
detected by an immunochromatic test
(Panbio Dengue Duo Cassette; Bi-
otrin, Lyon, France) and confirmed
by ELISA (PanBio dengue duo test).
However, DENV RNA was demon-
strated in serum by using 4 reverse-
transcription—PCR  (RT-PCR)-based
assays: a positive result in a flavivirus
universal assay (3), a positive result in
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a DENV-1-4 real-time RT-PCR (4), a
positive result in a DENV-3—specific
RT-PCR, and a negative result in a
specific RT-PCR for DENV-1, -2, and
-4 (4). The concomitant finding of
DENV RNA and IgG against DENV
suggests the patient had dengue infec-
tion before this episode.

DENV-3 viremia was confirmed
by sequencing a 547-nt region of the
envelope gene (GenBank accession
no. FJ587232, nt 852—1398 referring
to the H87 DENV-3 prototype strain).
Our sequence aligned with homolo-
gous DENV-3 sequences retrieved
from GenBank and used for phyloge-
netic analysis (Figure). Our patient, in
whom classic dengue fever was diag-
nosed, was infected with a strain that
belonged to genotype I1I most closely
related to strains isolated in Singa-
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pore, Taiwan, Sri Lanka, India, and
Saudi Arabia. Its closest relatives were
the strain from Saudi Arabia isolated
in 2004 and another strain claimed
in ProMED by Japanese researchers
to have been isolated in 2008 from a
Japanese traveler returning from Cote
d’Ivoire (6). Therefore, this strain is
likely to have originated in the Mid-
dle East, the Indian subcontinent, or
Southeast Asia rather than in Central
or South America.

In Africa, most data on epidemic
or endemic dengue activity originate
in East Africa. Dengue fever was sel-
dom reported in West Africa. In 2000,
DENV-1 was isolated from a French
soldier in Cote d’Ivoire (7). More re-
cently, an outbreak caused by DENV-2
occurred in Gabon in West Africa
(8). In this context, it is notable that

Indonesia den3 98 1998

Indonesia FW01 2004

Singapore D3/SG/05K4477DK1 2005
Indonesia TBOS

Indonesia BA51 2004
Indonesia den3 88 1988
Thailand D88.303 1988
ilippines 168 AP 21983

Indonesia Slergan/
Indonesia 228761 1973

Fr Pu\ynesla PF90/3050 1990

ynesia PF94/136116 1994
Fr Polyneswa PF89/2764

Fr Polynesia PF90/3056 1990

Fr Polynes\a PF92/2986 1992

Philippines PhMH-J1-97 1997
Taiwan 95TW466 1995

Indonesia InJ-16-82 1982

v 1002 g‘rjnena 80-2 1980

rto Rico PR6 1963

‘ L philippines H87 1956

Malaysia LN2632 1993
— Thailand D88.086 1988

Bangladesh BDHO02-3 2002
wor\{j angladesh BDHO2-7 2002

82

India 1416 1984

100 %

Sri Lanka 1594 1985

1 BDH02-4 2002
Bangladesh BDHO02-1 2002
Thailand ThD3 0007 87 1987
Thailand D92.431 1992

Thailand D97 0106 1997
Thailand C0331/94 1.

Thailand C0360/94 1994

a 07/ CHLSOOl unknown
Thailand ThD3 1687 98 1998
Thailand D94.283 199

ailand ThD3 1283 98 1998
100 Singapore D3/5G105K4648DK1 2005
Slngapore DS/SGISSHO/ZOOA

Singapore unkno

Sri Lanka SRVIZSG 2000

Taiwan 99TW628 1999

8.
Sri Lanka 2783 1991

Saudi Arab\a 6805 2004
Cote d'lvoire 8417234 2008 (case imported into France)
Cote d'lvoire NIID48 20 2008 (case imported into Japan)

2001
Brazil 68784 2000

Brazil BR DEN3 290-02 2002
Brazil

BR DEN3 95 04 2004

Brazil BR DEN3 98 04 2004
Brazil BR DEN3 97 04 2004
99 1 Bolivia FSB 413 2003

Bolivia FSB 439 2003

Figure. Phylogenetic analysis of selected dengue virus type 3 (DENV-3) sequences. The
main genotypes are indicated using roman numerals at the node of the lineage. Sequence
identification is as follows: country of origin, strain name, year of isolation/detection. The
sequence determined in our study is underlined and designated by an arrow. Phylogenetic
studies were conducted by using MEGA version 2.1 (5). Genetic distances were calculated
with the Kimura 2-parameter method at the nucleotide level. Phylogenetic trees were
constructed using the neighbor-joining method. The robustness of the nodes was tested
by 500 bootstrap replications. The tree was rooted with DENV-1, DENV-2, and DENV-4
sequences. Scale bar indicates nucleotide substitutions per site.
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DENV-3 strains recently caused un-
expected outbreaks of dengue hemor-
rhagic fever in Sri Lanka, East Africa,
and Latin America (9).

The case presented here demon-
strates that epidemics may be unde-
tected or unidentified until diagnosis
is assessed in another country from a
returning infected visitor, thus draw-
ing attention to an unidentified poten-
tial epidemic situation. This situation
can be unraveled by a clinician who
considers geographic factors in the
diagnostic workup and has access to
and uses appropriate laboratory capac-
ity to diagnose imported infections.
At the time dengue was diagnosed
in this patient, cases of yellow fever
were reported in the same location of
Cote d’Ivoire (Abidjan) (5), illustrat-
ing concomitant circulation of 2 vi-
ruses in which dengue may have re-
mained undetected in the absence of a
laboratory-confirmed case in the trav-
eler’s home country. Therefore, this
case reinforces the utility of travelers
as sentinels for infectious diseases as
previously reported (10). Our find-
ings reiterate the need for technologic
transfer of PCR-based direct diagnos-
tics to reference centers in areas where
emergence is likely. These efforts also
should embrace serology and encour-
age close collaboration with world
reference centers for confirmation and
characterization (10).
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Low Immunity to
Measles and Rubella
among Female
Guest Workers,
Northern Mariana
Islands

To the Editor: The Common-
wealth of the Northern Mariana Is-
lands (CNMI), a group of northern Pa-
cific islands in political union with the
United States, was exempt from US
labor laws until 2007. This exemption
attracted business opportunities, which
led to a high demand for guest work-
ers. The Centers for Disease Control
and Prevention advises the US Citi-
zenship and Immigration Services of
vaccination requirements for those ap-
plying for immigration and work visas
before the applications are approved
(2). Since 1996, all applicants born af-
ter 1957 and >12 months of age have
been required to provide evidence of
completed vaccination against, or of
immunity to, measles, mumps, and ru-
bella viruses. Those unable to provide
such evidence must receive at least 1
dose of the vaccines recommended by
the US Advisory Committee on Im-
munization Practices before visa ap-
proval. The Committee also advises
applicants to receive additional doses
of the required vaccines after arrival in
the Mariana Islands. We aimed to de-
termine the proportion of CNMI guest
workers who were immune to measles
and rubella by testing a convenience
sample of serum collected during Sep-
tember and October 2006. However,
procedures for validating the vaccina-
tion status for our sample population
are unknown. Given our results, it
appears that validation procedures of
immunity status in guest workers or
immigrants to the United States were
suboptimal at the time of this study.

Serum samples from 210 female
workers from 17 through 51 years of
age were collected opportunistically
when, as a requirement for annual con-
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tract renewal, the workers came to the
Department of Public Health, Saipan,
CNMI. Approximately 70% of these
guest workers were from the People's
Republic of China and the Philippines
and were employed in the garment and
hospitality industries (2). We estimat-
ed that a minimum sample size of 196
would provide a precision estimate of
5% based on an anticipated proportion
immune of 85% (actual study size was
210 samples). Informed consent was
obtained from all participants. Serum
samples, with identifying information
removed, were shipped to the Victo-
rian Infectious Diseases Reference
Laboratory, Melbourne, Australia.
Immunoglobulin G against mea-
sles and rubella was detected in serum
by using Enzygnost ELISAs (Dade
Behring, Deerfield, IL, USA) accord-
ing to manufacturer’s instructions.
For measles and rubella, samples
with optical density (OD) values >0.2
(equivalent to 330 mIU/mL) indicated
protective immunity and samples with
OD values <0.1 were suggestive of no
protection (3). Samples with OD val-
ues in the equivocal range (0.1-0.2)
were retested, and the repeat result
was recorded. Repeat equivocal re-
sults were classified as not protected.
Data were analyzed by using STATA
version 8.2 (Stata Corp., College
Station, TX, USA). Exact binomial

95% confidence intervals were cal-
culated. Proportions of guest work-
ers immune to measles and rubella,
by age group and country of origin,
were assessed by Fisher exact test and
¥’ statistics.

The proportion of Chinese guest
workers immune to measles (115/154,
74.7%) and rubella (131/154, 85.1%)
was lower than the proportion immune
of all other workers combined (56/56,
100% and 50/56, 89.3%, respectively),
but the difference was only significant
for measles (Table). When compared
with Chinese workers of all other
ages, Chinese workers 20-34 years of
age were significantly less likely to be
protected against measles (69.3% vs.
89.7%; p = 0.01). No significant dif-
ferences were found in the proportion
of guest workers immune to rubella by
age group (p = 0.70) or country of ori-
gin (p = 0.43).

A limitation of our work is that
the sample may not be representative
of the CNMI guest worker population
overall. Only 27% of guest workers in
the CNMI are from China, and 43%
are from the Philippines (J.-P. Chaine,
pers. comm., March 2008), whereas in
our study 73% of guest workers were
from China, and 23% were from the
Philippines. Also, no men were re-
cruited for the study yet men repre-
sent 19% of guest workers from China

LETTERS

(J.-P. Chaine, pers. comm., March
2008), so our findings should not be
extrapolated to this group.

China and the Philippines report
94% and 92% childhood immuniza-
tion coverage with 1 measles vaccine,
respectively (4,5). Similar to other
reports of low measles immunity in
young adult populations (6), this study
identified young adult female work-
ers from China as a group particularly
susceptible to measles infection with
>25% (39/154) unprotected. Neither
country implemented rubella vacci-
nation before 2006, and the immune
profile for rubella reflects age-specific
seroprevalence for endemic disease;
>10% of these women remain suscep-
tible to rubella during their potential
childbearing years (7).

More than 8,000 female workers
from China were in the CNMI during
the period of this survey, and as many
as 2,000 may have been susceptible to
measles, which would have facilitated
sustained transmission if the virus had
been introduced. Several studies have
shown that unvaccinated persons are
clustered geographically or socially
and may be at increased risk for mea-
sles or rubella outbreaks (8,9). These
reports underscore the possible risk of
virus spread in populations with low
immunity in Saipan.

Table. Proportion of guest workers immune to measles and rubella by ethnicity and age group, Northern Mariana Islands, September—

October 2006*
Proportion immune

Guest workers from China Guest workers from other countriest
Age Total no. No. (%) measles, No. (%) rubella, Total no. No. (%) measles, No. (%) rubella,
group, y tested 95% CI 95% CI tested 95% CI 95% CI
15-19 18 17 (94.4), 72.7-99.9 14 (77.8), 52.4-93.6 0 - -
20-24 56 41 (73.2),59.7-84.2% 49 (87.5), 75.9-94.8 1 1(100), 2.5-1008§ 1(100), 2.5-1008§
25-29 40 25 (62.5), 45.8-77.3% 36 (90.0), 76.3-97.2 10 10 (100), 69.2-100§ 10 (100), 69.2—100§
30-34 18 13 (72.2), 46.5-90.3% 15 (83.3), 58.6-96.4 9 9 (100), 66.4-1008§ 8(88.9), 51.8-99.7
35-39 17 14 (82.4), 56.6-96.2 13 (76.5), 50.1-93.2 16 16 (100), 79.4-100§  15(93.8), 69.8-99.8
40-44 2 2 (100), 15.8-1008§ 2 (100), 15.8-1008§ 14 14 (100), 76.8—100§ 11 (78.6), 49.2-95.3
>45 2 2 (100), 15.8-1008§ 1(50.0), 1.3—98.7 6 6 (100), 54.1-100§ 5(83.3), 35.9-99.6
Total 1537 114 (74.5), 66.8-81.2# 130 (85.1), 78.3-90.2 56 56 (100), 93.6-100§ 50 (89.3), 78.1-96.0

*Cl, confidence interval.

1Philippines (n = 48), Japan (n = 6), South Korea (n = 1), Thailand (n = 1).
ISignificant difference in measles immunity of Chinese workers 20-34 years of age compared with that of Chinese workers of other age groups; p = 0.01.

§1-sided confidence interval.

{[The age of 1 guest worker was not provided by the referring laboratory.
#Significant difference in measles immunity between workers from China and other countries; p<0.001.
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Pneumonia Caused
by Shigella sonnei
in Man Returned
from India

To the Editor: Shigellosis is a
cause of infectious dysentery frequent-
ly occurring in developing countries
yet usually associated with diarrhea in
travelers from regions where Shigella
infections are endemic. Shigella spp.
are usually spread directly from per-
son to person by the fecal-oral route
or indirectly by fecal contamination of
food or water with ingestion of feces
contaminated food or water (1). Aside
from clinical intestinal manifestations,
shigellosis causes a wide variety of ex-
traintestinal signs, such as bacteremia
or neurologic manifestations (2).

Pneumonia is an atypical but po-
tential complication of shigellosis. In
developing countries, Shigella sonnei
and S. flexneri infections were report-
ed to cause acute pneumonia in mal-
nourished infants and, in these cases,
were associated with severe prognosis
and a death rate of 14% (3).

We describe a case of severe
pneumonia caused by S. sonnei that
developed in a man from Italy who
had traveled to India. This is an atypi-
cal case of shigellosis occurring in an
immunocompetent person, generally
healthy and without any underlying
severe predisposing condition.

A 69-year-old white man was ad-
mitted to the emergency unit of the
Presidio Ospedaliero, Department of
Infectious Diseases, Treviso, Italy, on
February 24, 2008, with severe dys-

pnea and a cough producing purulent
sputum. He had traveled to India and
had visited urban and rural areas over
a 15-day period. He returned home 7
days before hospital admission. Dur-
ing his travel, the patient reported epi-
sodes of vomiting and moderate diar-
rhea without fever. These signs were
resolved 4 days before his return to
Italy. Initial examination showed he
had a temperature of 37°C and an oxy-
gen saturation of 88% in room air. Ar-
terial blood gas levels were pH 7.42,
partial pressure of oxygen in arterial
blood 42 mm Hg, and partial pressure
of carbon dioxide 35 mm Hg. Because
of his progressive respiratory failure,
he was transferred to the intensive
care unit. Relevant laboratory tests
were performed, and abnormal values
of erythrocyte sedimentation rate 85
mm/h, C-reactive protein 105 mg/L,
hemoglobin 10.2 g/dL, and neutro-
philia were found.

A chest radiograph showed dif-
fuse pneumonia with infiltrates. A
computed tomography scan of the tho-
rax showed nodular lesions and cavity
formations. No neurologic or abdomi-
nal abnormalities were found, and
peristalsis was within normal limits.

Sputum and bronchial alveolar
lavage (BAL) smears showed gram-
negative microorganisms. Melioidosis
was suspected because the man had
traveled to a known melioidosis-en-
demic area. In view of this informa-
tion, blood, sputum, and BAL samples
were collected, and the patient was
immediately given empirical antimi-
crobial drug therapy with amoxicillin/
clavulanic acid, plus meropenem and
norfloxacin. Given the absence of gas-
trointestinal symptoms and because
shigellosis was not suspected, stool
samples were not obtained. Specimens
were sent to the Istituto Superiore di
Sanita, Infectious Diseases Depart-
ment for bacteriologic examination.
Blood cultures were negative; gram-
negative rods were recovered from the
sputum and BAL smears. The micro-
organisms were identified as S. sonnei
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by the API 20E strip (bioMerieux Ital-
ia, Florence, Italy). The bacteria agglu-
tinated in Shigella group D antiserum
but failed to agglutinate in Shigella
groups A, B, and C antisera (Becton
Dickinson Diagnostic Systems Italia,
Milan, Italy). To further confirm bac-
terial identification, we amplified the
full length of 16S rRNA nucleotide
sequence by using the universal prim-
ers for eubacteria, 16S rRNAs (27f 5'-
GAGAGTTTGATCCTGGCTCAG-3'
and 1495r 5'-CTACGGCTACCTTG
TTACGA-3') and sequenced the
PCR product. The sequence obtained
was compared by using the BLAST
search tool (www.ncbi.n/m.nib.gov/
BLAST), which showed 100% iden-
tity with the 16S rRNA S. sonnei
strain AU65 sequence GenBank ac-
cession no. EF032687). Antimicrobial
drug susceptibility of the isolate was
determined for 26 agents by the disk-
diffusion method in Mueller Hinton
agar, according to the Clinical and
Laboratory Standards Institute. The
isolate was susceptible to amikacin
30 pg/mL, ceftazidime 30 pg/mL,
ceftriaxone 30 pg/mL, meropenem
10 pg/mL, sulfisoxazole 0.25 pg/mL,
sulfonamides 300 ug/mL, and triple
sulfa 23.75/1.25 pg/mL; intermedi-
ate to cefotaxime 30 pg/mL, gen-
tamicin 10 pg/mL, kanamycin 30 pg/
mL, and tobramycin 10 pg/mL; and
resistant to amoxicillin 25 pg/mL,
amoxicillin/clavulanic acid 20/10 pg/
mL, ampicillin 10 pg/mL, ampicillin-
sulbactam 20 pg/mL, cefoxitin 30
pg/mL, chloramphenicol 30 pg/mL,
ciprofloxacin 5 pg/mL, clarithromy-
cin 15 pg/mL erythromycin 15 pg/
mL, nalidixic acid 30 pg/mL, nor-
floxacin 10 pg/mL, streptomycin 10
pg/mL, tetracycline 30 pg/mL, and
trimethoprim 5 pg/mL.

The patient was discharged from
hospital after 40 days. At follow-up
6 months later, his general health sta-
tus was good, and a chest radiograph
showed no abnormalities.

Extraintestinal signs associated
with S. sonnei infections are generally
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reported as secondary manifestations
of dysentery. In particular, bacter-
emia is reported as a gastrointestinal
complication in infants in developing
countries (4) or in immunocompro-
mised adults (5); pneumonia associ-
ated with S. sonnei is more rare but
possible and has been described in
malnourished children (4,6), in human
immunodeficiency virus—infected pa-
tients (7), and in patients with chronic
diseases (8-10). Generally, in these
cases, pneumonia is associated with
bacteremia.

This reported case of severe pneu-
monia related to S. sonnei is unusual
in a healthy patient with self-limiting
dysentery whose symptoms and clini-
cal conditions were not suggestive
of bacteremia. Vomiting and aspira-
tion of mixed mouth flora containing
Shigella spp. could be a possible cause
of pneumonia in this patient. How-
ever, the hematogenous route cannot
be excluded. A potential explanation
of the severe illness could be that in
healthy elderly people the immune
system functions are less vigorous and
thus more susceptible to infections.
Nevertheless, the acute episode in this
patient was effectively treated by a
combination of meropenem, norfloxa-
cin, and amoxicillin/clavulanic acid,
although the bacterium is resistant to
the latter 2 drugs.

This case report should be of par-
ticular interest for clinicians because it
describes an atypical case of extraint-
estinal shigellosis and an example of
misdiagnosis of melioidosis. Clini-
cians should be alert for pneumonia
associated to Shigella spp. or Burk-
holderia pseudomallei, specifically
in healthy people who have traveled
to areas to which these pathogens are
endemic.
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Imported Human
Fascioliasis, United
Kingdom

To the Editor: We initiated en-

hanced surveillance for human fascio-
liasis after a reported increase in live-

stock cases in the United Kingdom.
From January 1, 2008, through Janu-
ary 31, 2009, 11 human cases were
confirmed by the reference labora-
tory for England and Wales, compared
with 6 cases during the preceding 10
years. The Scottish reference labora-
tory detected no human cases during
the study period.

Fascioliasis was defined as a
positive Fasciola immunofluorescent
antibody test with a screening titer
of 1:32 and either compatible clini-
cal or radiologic features consistent
with the disease. We obtained clinical
and radiologic information from the
referring physician. Clinical features
of both acute and chronic infection
include fever, upper abdominal pain,

malaise, eosinophilia, and impaired
liver function; therefore, distinguish-
ing between the 2 phases can be diffi-
cult. Fifty percent of chronic infection
is subclinical (1,2). Compatible radio-
logic features are capsular enhance-
ment with contrast, hypodense nodu-
lar areas, and low-density serpiginous
lesions (2). Our analysis comprised 11
cases (Table). Two patients were white
British, both of whom had recently
traveled to sub-Saharan Africa. Cases
from the preceding 10 years diagnosed
in our laboratory were all in persons
with histories of travel to fascioliasis-
endemic areas. Therefore, these cases
do not provide firm evidence of indig-
enous zoonotic transmission within
England and Wales.

Table. Characteristics of human fascioliasis case-patients during enhanced surveillance, United Kingdom, January 1, 2008—January

31, 2009*
Eosinophil  Abnormal
Case Age, Country  Years since Risk Clinical count, liver
no. y/sex of origin migration Other travel factor features x10°%/L) function  Hepatic imaging IFATT
1 45/F Yemen 7 Yemen Khat Abdominal 8.4 Yes Mixed-density  1:128
regularly use pain liver lesion (CT)
2 44/M Somalia 16 Ethiopia Khat Fever, 3.4 Yes Serpiginous 1:64
2007 use abdominal lesion (MRI)
pain
3 34/F Ethiopia 3 S. Africa Khat Fever, 11.4 No Heterogeneous 1:128
regularly use abdominal lesion (USS)
pain
4 44/F Somalia 7 Somalia Khat Abdominal 8.3 No Heterogeneous 1:128
2004, use pain lesion (USS)
Netherlands
5 54/F Somalia 21 (to None Khat Anorexia 8.4 No Low-density 1:32
Netherlands), use lesion (CT)
4 (to UK)
6 43/M Somalia 28 (to India), None Khat Fever 1.0 Yes Heterogeneous 1:128
21 (to UK) use lesion (USS)
7 28/F UK - Uganda - Abdominal 1.84 Yes Hepatomegaly  1:512
2007-2008 pain, with large mixed
hepatomegaly cystic and solid
lesion (USS)
8 67/M UK - Kenya - Malaise, 0.04 Yes Multiple 1:256
2008, prior abdominal gallstones
world travel pain (MRCP)
9 38/M Ethiopia 10 Ethiopia - Abdominal 18.7 Yes Normal (USS, 1:128
2006 pain, fever MRCP)
10 28/M Ethiopia Unknown Unknown - Fever, gram- <0.04 Yes Lesion in 1:64
negative hepatic vein
sepsis; new
HIV diagnosis
11 47/F Somalia 16 (to Unknown Khat Abdominal 16.8 Yes Low-density 1:256
Yemen), use pain, fever lesion (CT)
6 (to UK)

*IFAT, immunofluorescent antibody test; CT, computed tomography; MRI, magnetic resonance imaging; USS, ultrasound scan, MRCP, magnetic

resonance cholangiopancreatography.
1Titer of IFAT (screening titer 32).
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Nine patients originated from
Somalia, Ethiopia, or Yemen. Few
cases have previously been reported
from this area (3), although Ethiopian
migrants have been shown to have
an egg positivity of 0.4% on routine
screening (4). Patients 5 and 6 had not
returned to Africa for >20 years, sug-
gesting that they acquired their infec-
tion in Europe. Therefore, a risk factor
may exist that is specific to this ethnic
group within the United Kingdom.

Six cases were diagnosed at 1
hospital. All 6 patients reported cur-
rent or past use of locally bought khat,
a leaf chewed for its stimulant proper-
ties. It is imported fresh to the United
Kingdom from Africa and is an ideal
environment for the survival of Fas-
ciola cercariae. It is used most com-
monly by migrants from the Horn of
Africa and Yemen and has been re-
ported in association with acute fas-
cioliasis in the United Kingdom (5).
Use of imported khat may explain the
apparently higher incidence of fascio-
liasis in this ethnic group residing in
the United Kingdom.

Despite the described parallel rise
in human and veterinary fascioliasis,
none of these cases provide clear evi-
dence that recent human cases result-
ed from zoonotic transmission within
the United Kingdom. Most cases oc-
curred in migrants from the Horn of
Africa and Yemen, some of whom
may have acquired Fasciola spp. in
their country of origin; other cases
appear likely to have been acquired
in the United Kingdom, possibly due
to use of imported khat. Physicians
need a heightened awareness of fas-
cioliasis when investigating impaired
liver function or abnormal abdomi-
nal imaging in migrants or travelers
from high-risk areas.
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Gastroenteritis

Outbreaks in 2

Tourist Resorts,
Dominican Republic

To the Editor: Noroviruses are
an important cause of acute gastroen-
teritis, and outbreaks caused by these
viruses have emerged as a major chal-
lenge to the healthcare, leisure, and
tourism industries. The primary reason
is their highly efficient transmission
among persons in semiclosed popula-
tions such as those in healthcare facili-
ties, hotels, and cruise ships. During
an outbreak, primary cases result from
exposure to a fecally contaminated
vehicle (e.g., food or water), whereas
secondary and tertiary cases among
contacts of primary case-patients re-
sult from person-to-person transmis-
sion (1). Airborne and fomite trans-
mission also play a role in the virus
spread during outbreaks (2). Trans-
mission through recreational water
has also been described (3).

We investigated 2 outbreaks of no-
rovirus gastroenteritis in tourist resorts
in the Dominican Republic in January
2005. A total of 402 persons and 371
persons at 2 resorts, 1 located in Punta
Cana (attack rate 6.8%) and another
in Puerto Plata (attack rate 6.2%), re-
spectively, reported symptoms of diar-
rhea, vomiting, headache, and fatigue.
A total of 35 stools samples, 28 from
Punta Cana and 7 from Puerto Plata,
were negative for bacterial or parasitic
pathogens. However, norovirus was
confirmed by the IDEIA norovirus
immunoassay (DakoCytomation, Ely,
UK) in 11 samples from Punta Cana
and 7 samples from Puerto Plata.

Active measures to reduce noro-
virus transmission were adopted by
the 2 resorts, including an increase
in cleaning frequency and increase in
concentration of chlorine used for sur-
face disinfection of public areas (1,000
mg/L), kitchenware (200 mg/L for 15
min), and fruits and vegetables (150
mg/L for 15 min). Personnel involved
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in food preparation were invited to fill
out an epidemiologic questionnaire
and provide stool samples.

Because these preventive mea-
sures were not effective, water was
suspected as a possible route of trans-
mission, and diverse approaches were
used to isolate viral RNA from different
types of water. For sewage water, 100
mL were concentrated by a Molecular
Weight Cutoff (MWCO) 100,000 Da
Vivaspin20 centrifugal concentrator
(Sartorius, Madrid, Spain) to a 5-mL
concentrated sample. Five milliliters
of chloroform:isoamyl alcohol (24:1)
was added to the sample, mixed in a
vortex, and centrifuged at 1,000 x g
for 10 min (4). A second concentra-
tion step to 1 mL was performed with
the resulting aqueous phase using a
MWCO 100,000 Da Vivaspin6 cen-
trifugal concentrator (Sartorius). For
tap and recreational water, a sample
of 2 L was processed through a cel-
lulose nitrate filter, as described (5).
The filter was first activated by 5 mL
of 0.25 mol/L AICI,. After a washing
step with 200 mL 0.5 mmol/L H,SO,,
viruses were eluted from the filter
with 10 mL of 1 mmol/L NaOH and
neutralized with 50 pL of 0.1 mol/L
H,SO, and 1.1 mL 10x pH 8.0 Tris-
EDTA buffer. Finally, samples were
concentrated to a final volume of 1 mL
with a Vivaspin6, centrifugal concen-
trator, as described above.

Viral RNA was isolated by the
QIAamp Viral RNA Mini Kit (QIA-
GEN, Hilden, Germany), treated
with Dnase I (Invitrogen, Carlsbad,
CA, USA), and reverse transcribed to
cDNA with Superscript II reverse tran-
scriptase (Invitrogen). Finally, cDNA
was amplified by multiplex-PCR with
Taq Gold polymerase (Applied Bio-
systems, Foster City, CA, USA) by
using forward primers Nor3IN (5'-
CAGATTAYACWGCWTGGGA-3")
and Nor32M (5'-CAGATTAYTCW
CGWTGGGA-3'); and reverse primers
Nor41M (5'-CCARTGATTTATGCTG
TTCAC-3") and Nor42N (5'-CCAGT
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GGGCGATGGAGTTC-3"), specific
for the RNA polymerase gene (pro-
vided by J.A. Boga and M. Ofia) (6).
PCR was performed with the follow-
ing conditions: 12 min at 94°C, (1
min at 94°C, 1 min at 55°C, 1 min
at 72°C) for 40 cycles, and 10 min at
72°C. PCR products were analyzed by
agarose gel electrophoresis. A band of
221 bp was considered a positive re-
sult for norovirus.

Norovirus was detected in the 4
samples of sewage water analyzed (2
from each location) collected after in-
tervention, indicating that viral carri-
ers still remained in the resorts. More-
over, norovirus particles were detected
in the 2 depurated water samples (1
from each area), then indicating insuf-
ficient treatment conditions. Further
investigation showed that depurated
water was being used to water plants
and grass by sprinkling, and becom-
ing an important secondary source
for infection. Norovirus-contaminat-
ed sewage was treated with different
concentrations of chlorine and reverse
transcription—PCR demonstrated that
15 mg/L for 1 h did not give a posi-
tive signal. Garden sprinkling water-
ing was replaced by inundation wa-
tering. Although the virus was not
detected either in tap or recreational
water, hyperchlorination was carried
out to prevent possible dissemination
of norovirus. Preventive measures
described above for surfaces, kitch-
enware and food were maintained
for 2 additional weeks, and no ad-
ditional cases were detected after 1
month had passed since the first case.
To summarize, only interventions at
multiple points, including eradication
of secondary sources, and preventive
measures to avoid person-to-person
transmission enabled the outbreaks to
be controlled.
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Hybrid El Tor
Vibrio cholerae O1,
Kuwait

To the Editor: The traditional
causative agent of cholera, Vibrio chol-
erae O1, has 2 biotypes, classical and
El Tor. The current seventh pandemic
that began in 1961 and has spread to
much of the world is caused by the El
Tor biotype. This biotype has replaced
the classical biotype responsible for
the previous pandemics. The classical
and El Tor biotypes are differentiated
by phenotypic tests (1), and several
nucleotide base differences occur at
positions 115 and 203 in the ctxB gene
(C in both positions in the classical
and T in both positions in the El Tor
biotype). These differences translate
to histidine at amino acid position 39
and threonine at amino acid position
68 for the B subunit of cholera toxin
(CT) in the classical biotype and ty-
rosine and isoleucine, respectively, for
the corresponding amino acids in the
El Tor biotype (2).

Recently, 3 variants of the El Tor
biotype have been found. These are
the Matlab variants, which could not
be biotyped because they have a mix-
ture of classical and El Tor traits (1);
the Mozambique variant, which has
a typical El Tor genome but a tandem
repeat of the classical CTX prophage
located in the small chromosome (3);
and the hybrid El Tor variant, which
has a typical El Tor biotype and an El
Tor CTX prophage but produces CT of
the classical type (4).

This hybrid El Tor variant has re-
placed the El Tor biotype in Dhaka and
other parts of Bangladesh (4) and in
India (5), Japan, Hong Kong, Zambia,
the People’s Republic of China, Sri
Lanka, and Vietnam (6). Kuwait was
affected by cholera in the mid 1960s
during the current seventh pandemic.
Subsequently, cholera disappeared
from Kuwait as living standards im-
proved. Screening of =5,000 acute-
phase diarrheal stool samples in the
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mid-1980s in a major hospital in Ku-
wait did not yield V. cholerae O1 (7).
The occasional cholera cases detected
in Kuwait are imported, mainly from
Asia through expatriate workers.

Two adult men, one who had just
arrived from India and one who had
just arrived from the Philippines, were
admitted with severe watery diarrhea,
vomiting, and dehydration to the Al-
Adan Hospital, Kuwait, in November
and December 2008, respectively. The
patient from India reported eating in
restaurants, and the patient from the
Philippines had consumed fish soup
just before the journey. Both patients
were initially rehydrated with intrave-
nous fluids.

Stool cultures were performed by
using a battery of media, including thio-
sulfate citrate bile salt sucrose (TCBS)
agar. Yellow colonies from TCBS agar
were tested by using MicroScan Walk-
Away 96 (Dade Behring, West Sac-
ramento, CA, USA) panel NBPC 34
and API 20E strip (bioMérieux, Marcy
I’Etoile, France), which suggested V.
cholerae. In slide agglutination tests,
the colonies agglutinated with V. chol-
erae O1 polyvalent antiserum and Oga-
wa serotype antiserum (Denka-Seiken,
Tokyo, Japan). The isolate from the
patient from India was susceptible to
tetracycline and ampicillin and resis-
tant to co-trimoxazole, but the isolate
from the patient from the Philippines
was susceptible to all 3 of these anti-
microbial agents in MicroScan (Dade
Behring) and disk diffusion tests. Both
patients were successfully treated with
rehydration therapy and intravenous
vibramycin (a semisynthetic tetracy-
cline). Both V. cholerae O1 Ogawa
isolates showed positive results in
Vogues-Proskauer, chicken cell agglu-
tination, and tube hemolysin tests and
were resistant to polymyxin B (50 in-
ternational units), results that suggest
the El Tor biotype (1).

Both isolates were positive for the
CtxA gene and El Tor—specific tcp gene
but negative for classical-specific tcp
gene by PCR (8). The genotype of the
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CtxB gene was determined by a mis-
match amplification mutation assay
PCR that detects polymorphism at
nucleotide position 203; both isolates
yielded a 186-bp amplicon with the
classical biotype-specific primers and
no amplicon with the EI Tor biotype-
specific primers (9).

The classical ctxB genotype of
the isolates was further confirmed by
sequencing the CtxB gene by using the
BigDye termination method (Applied
Biosystems, Foster City, CA, USA)
with specific primers (10). This se-
quencing showed that both isolates had
histidine at position 39 and threonine
at position 68 in CT-B subunit. Thus,
the isolates are hybrid variants that are
phenotypically El Tor but genotypi-
cally classical for the ctxB gene.

Our findings suggest that cholera
caused by the hybrid variant is present
in the Philippines. The 2 cholera cases
reported here were imported into Ku-
wait by travelers from cholera-endemic
regions and were not endemic illnesses.
The hybrid variant could possibly ini-
tiate the next cholera pandemic. Also,
because CT is related to the major clini-
cal sign of the disease, genetic changes
in the molecule could result in altera-
tion in the manifestation of the disease.
The changes could also influence the
effectiveness of cholera vaccines that
contain CT-B as a component (6).
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and M. John Albert
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Tropical Diseases
in Travelers

Eli Schwartz, editor

Wiley-Blackwell, Chichester,
UK, 2009

ISBN: 9781405184410

Pages: 485; Price: US $159.00

This book captures the essence of
tropical medicine for clinicians evalu-
ating returning travelers. The editor,
an international expert in tropical and
travel medicine, authored or coau-
thored many chapters of the book. The
book also reflects the experience of
numerous experts in the field of travel
medicine.

The book consists of 43 chapters
organized into 3 sections: general as-
pects of tropical diseases in travelers,
specific infections, and approaches
to specific syndromes. The first sec-
tion describes general trends in travel
medicine and discusses types of stud-
ies encountered in travel medicine re-
search. This section provides a basis
for screening travelers and makes rec-
ommendations for doing so.

The section on specific diagno-
ses dedicates a chapter each to the
most commonly encountered groups
of microbial organisms. This sec-
tion emphasizes the epidemiology
of travel illnesses and clinical signs
and symptoms in travelers, especial-
ly aspects of illness different from
those of populations residing in the
disease-endemic areas. This section
also includes photographs of physi-
cal findings in travelers; the photo-
graphs highlight such diseases as
African tick-bite fever, chikungunya,
dengue, swimmer’s itch, African try-
panosomiasis, leishmaniasis, mea-
sles, tungiasis, and cutaneous larva
migrans.

The section on syndromes fo-
cuses on approaches to evaluating ma-
jor complaints in returning travelers.
Complaints discussed include post-
travel diarrhea, fever, skin problems,
eosinophilia, respiratory complaints,
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rheumatologic conditions, and neuro-
logic findings.

For clinicians, adequate knowl-
edge of illnesses associated with trav-
el is critical to the ability to provide
proper pretravel advice. This book
contributes much information to assist
in understanding diseases encountered
by travelers. It is a valuable reference
on tropical and travel medicine and
is especially important to clinicians
managing ill travelers. However, it
also supplies fundamental background
information for clinicians providing
only pretravel consultations. The au-
thors present concise, solid evidence
and practical insights on tropical dis-
eases in travelers. I recommend it
highly to clinicians involved in the
care of travelers in industrialized and
developing countries.
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Contagion and
Chaos: Disease,
Ecology, and
National Security
in the Era of
Globalization

Andrew T. Price-Smith

Massachusetts Institute of
Technology Press, Cambridge, MA,
USA, 2009

ISBN: 978-0-262-66203-1

Pages: 296; Price: US $24.00
(paperback)

Contagion and Chaos describes
the threat that emerging and reemerg-

BOOKS AND MEDIA

ing infectious diseases pose to inter-
national security because of these dis-
eases’ negative effects on sovereign
states. The author proposes the fol-
lowing 5 hypotheses: 1) epidemic dis-
ease may compromise the prosperity,
legitimacy, structural cohesion, and,
in certain cases, security of sovereign
states; 2) epidemics and pandemics
of emerging or reemerging infectious
diseases may promote economic and
political discord among countries but
are unlikely to generate serious armed
conflict; 3) only some pathogens
threaten national security according
to criteria such as lethality, transmis-
sibility, fear, and economic damage;
4) warfare (intrastate and interstate)
amplifies problems caused by disease;
and 5) the paradigm of health security
is philosophically grounded in the po-
litical tradition of republican theory.

The author stresses that the asso-
ciation between the health of a popula-
tion and perception of national secu-
rity is ancient but largely forgotten. He
suggests that a republican revision of
systems-level international relations
theory provides an optimal framework
for examining the paradigm of health
security.

The book’s 8 chapters discuss
data supporting the author’s hypothe-
ses. The first chapter describes the re-
lationships among pathogens, society,
and the state from a political science
perspective. For nonpolitical scien-
tists, this chapter is difficult. However,
chapters 2—7 are interesting and en-
lightening. Chapter 2 explores the his-
torical relationship between the state
and society in the context of conta-
gion. The author provides a historical
perspective for the long-held percep-
tion that infectious disease poses a dis-
tinct threat to the stability, prosperity,
material interests, and, therefore, secu-
rity of the state. Chapters 3—6 present
case studies concerning the influenza
pandemic of 1918, HIV/AIDS, bovine
spongiform encephalopathy and its
human variant, Creutzfeld-Jakob dis-
ease, and severe acute respiratory syn-
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drome. Each illness is discussed in the
context of disease-induced destruction
and debilitation of the population, ero-
sion of productivity and prosperity,
fear-induced social destabilization,
disruption of governance institutions,
and the consequent erosion of state
power relative to unaffected rival
states. In Chapter 7, violent conflict
and war are shown to be disease am-
plifiers through examination of the
mechanisms by which interstate and
intrastate conflict contributes to dis-
seminating existing pathogens and to
emerging novel microorganisms. The
final chapter examines the proposition
that health contributes to economic
prosperity, which bolsters the power
of the state. Each chapter has exten-
sive notes to assist the reader.

The author proposes that the best
way to curtail future epidemics (and
pandemics) is to augment the health-
care infrastructure and improve the
health of populations. Fulfilling these
needs is particularly important for de-
veloping countries where conditions
are favorable for disease emergence
because of globalization that results in
increased population density, ecologi-
cal degradation, rapid transportation
technologies, and mass migration and
because of low or nonexistent disease
surveillance and containment capaci-
ties. This book will be of interest to
political scientists and those in public
health and medicine because it high-
lights the interdependence between
political science and public health.
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Outbreak
Investigations
around the World:
Case Studies in
Infectious Disease
Field Epidemiology

Mark S. Dworkin

Jones and Bartlett Publishers, Inc.,
Sudbury, MA, USA, 2009

ISBN-10: 076375143X

Pages: 480, Price: US $64.95

Outbreak investigations are fas-
cinating stories. Mark S. Dworkin,
Epidemic Intelligence Service (EIS)
Class of 1994, has compiled 19 first-
hand accounts of case studies in in-
fectious disease epidemiology and
presents them in chronological order.
The first is Kenrad Nelson’s 1964 in-
vestigation of leptospirosis associated
with swimming in an irrigation ditch
in rural Washington; the last, Patri-
cia Quinlisk’s evaluation of a 2006
mumps epidemic in lowa. In between
are investigations involving 8 bacte-
rial infections, 6 viruses, 1 helminth
(Taenia solium), 1 protozoan (Cryp-
tosporidium sp.), and a misdiagnosis
of Entamoeba histolytica. Fourteen of
the outbreaks occurred in the United
States; of the remaining 5, one each
occurred in Portugal, Israel, Egypt,
Gabon, and Liberia.

In general, the stories are told as
first-person accounts, use an informal
style, and include personal reflections.
Many chapters, but not all, include ep-
idemic curves, maps, tables, exhibits,
and lessons learned. I especially en-
joyed reading about Paul Blake’s expe-
rience with a cholera outbreak in Por-
tugal, Charles Jennings and measles in
Illinois, Daniel Bausch and Ebola in
Gabon, and reading both chapters by
Jeftrey Davis—toxic shock syndrome
and cryptosporidiosis.

As an instructor of epidemiology,
I read the book seeking a complemen-
tary text for students. The informal
style does make enjoyable reading but
does not translate into an appropriate
textbook. Several of the chapters are
too long. One chapter is written by
multiple authors, told from 4 points
of view, and is very difficult to read.
The lessons learned are organized
chronologically, not by content. Some
lessons are redundant; other areas of
epidemiology are not adequately ex-
plored, e.g., sampling strategies, study
design, questionnaire development
and data analysis, population screen-
ing, and noninfectious diseases. How-
ever, I like the concept of first-hand
accounts to supplement epidemiology
textbooks. Could one format the chap-
ters as unknowns like that of New Eng-
land Journal of Medicine case studies?
Could outbreak investigations be writ-
ten in the style of Berton Roueché as
medical mysteries, but supplemented
with epidemic curves, maps, and les-
sons learned?

I recommend this book to all in-
fectious disease epidemiologists, EIS
officers, and infectious diseases cli-
nicians interested in the aura of out-
break investigations. I also encourage
the editor to consider a reformatted
second edition to enhance the book’s
usefulness as a complementary text in
epidemiology coursework.
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ANOTHER DIMENSION

Unexpected

Veranja Liyanapathirana

He came in for a urethral job

TURP is what the doctor said

Nothing serious

He sought treatment because his son insisted
“What is it with getting up twice at night?”
“No Thaththa,! it’ll be a safe surgery”

“OK Putha,? you know the best”

For he was proud that his son was a nurse

The day dawned; he came to the ward,

With son and wife, and daughter to be

The harried young intern

Gave an uninterested look

“Routine admission, nothing much”

“BP normal, pulse regular, heart in dual rhythm”
“DT form filled, theatre list made”
Anaesthetist came for the premed

“Healthy gentleman, nothing to worry”

“Is there a slight murmur?”’

“No, can’t be, the HO would have heard”
Surgery goes well,

Recovery uneventful,

Bladder irrigation continued uneventfully.

His son the nurse and daughter to be the nurse
Were always there anyway, most of the

nurses were their friends

So things moved smoothly

Post op day 3

Fever spike

“Nothing to worry, just a UTI,
Change the antibiotic,

Send urine for culture”

The urologist said

A week went by,

Fever continued to spike

His son the nurse spoke to the urologist
“What can it be, Sir?”

“Nothing to worry, just a UTI”

“But the culture had no growth”

“He was on prophylactic antibiotics”
Day 10 came, He developed seizures,
“What can it be?”

“DVT with emboli shooting”
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“Let’s doa CT”

“CT normal”

“Get a duplex of lower limb”
“Also normal”

Fever continues

Poor man, felt so unwell

Just by chance

Another intern kept the steth on his chest
“Oh my god, the murmur of MR”
“Take blood cultures”

“Do CRP”

“Get an Echo done”

On the way to the echo room, his left side goes numb
“Oscillatory vegetation in mitral valve”

“Start Pen and Gen”

Next day comes,

“MRSA isolated from blood cultures”

The dreaded report

Now what to give?

“Call the microbiologist”

“It has usually got a bad prognosis”

“Call the cardiologist”

Arguments, consultations

In the midst of it,

His son looks helpless

“Why did I push Thaththa to undergo surgery?”’

The father looks on
Oblivious to the commotion
But deep within

He knows

That something’s not right
“My son’s wedding

My wife’s future”

He thinks............

Dr Liyanapathirana is a lecturer in the Department of Micro-
biology, Faculty of Medicine, University of Peradeniya, Peradeni-
ya, Sri Lanka. Her research interests include rickettsial infections
and molecular microbiology.
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Romare Bearden (1911-1988) Circe Turns a Companion of Odysseus into Swine (1977) Collage of papers with paint and graphite on
fiberboard (81.3 cm x 111.8 cm) Copyright Romare Bearden Foundation/Licensed by VAGA, New York, NY, USA

Put Me in the Sky!*

Polyxeni Potter

(4 CIthought that I was going to be a doctor, and I majored

in science and later in mathematics. But when I got
out of college, I decided to study art,” divulged Romare
Bearden in a 1968 oral history interview. In New York,
“I went to study with George Grosz at the Art Students
League.” The German-born artist guided Bearden’s un-
derstanding of draftsmanship and classical technique, in-
troducing him to Ingres, Hogarth, Holbein, and Diirer and
urging him to “really observe.”

“I was born in Charlotte, North Carolina .... I grew up
mostly in New York and some time in Pittsburgh, where 1
would go to see my grandmother,” Bearden said about his
peripatetic childhood. But he added on another occasion,
“I never left Charlotte except physically.” His family, part
of the Great Migration north to escape racial segregation,
became prominent in their new community, sharing in the
intellectual, artistic, and political mainstream of the 1920s
and ’30s cultural movement, Harlem Renaissance.

“When I finished studying with Grosz, I drew at home
and I got a job as a political cartoonist.” But painting was
what he wanted to do, so he got a studio in New York, same
building as Jacob Lawrence and other artists, writers, and
musicians, who became his friends. “I began at that time to
do my Southern themes, the people that I’d seen as a young

Author affiliation: Centers for Disease Control and Prevention, At-
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boy when I’d sometimes visit North Carolina ....” This
promising career was interrupted by World War II, when
he joined the army.

“After the war, I began to arrive at some kind of per-
sonal identification.” Like many in his circle, he traveled to
France, “Paris was just like a thing of dreams to me.” But
despite his fascination with the city and the people he met,
among them Georges Braque and Constantin Brancusi, he
did not paint at all there. Back in New York, he gradually
overcame his desire to return to Paris and started to paint
again, experimenting with color “not as decoration” but as
“form, as space,” with “flat painting, shallow space, Byzan-
tine stylization, and African design.”

“I think the artist has to be something like a whale,
swimming with his mouth wide open, absorbing every-
thing until he has what he really needs.” Bearden dabbled
in many techniques and media, enriching them with his un-
derstanding of literature, music, and philosophy. He wrote
successfully and had to be dissuaded from pursuing music
so that he would remain focused on art. He grew up lis-
tening to Duke Ellington’s orchestra and Ella Fitzgerald’s
singing. For 16 years, his studio was above the Apollo The-
ater, a Harlem landmark. “I paint out of the tradition of the
blues,” he wrote. “The more I played around with visual
notions as if I were improvising like a jazz musician, the
more | realized what I wanted to do as a painter, and how I
wanted to do it.”

'Short story by Eudora Welty, later retitied “Circe.”
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In the 1960s, he moved away from painting toward
more structured and varied compositions that better ac-
commodated his conflicting interests in representation and
abstraction. His richly textured collages, which captured
every aspect of that turbulent era, contained, among other
bits and pieces, painted images from other art works or
photostatic enlargements made from photographs of these
works. These enlargements, or Projections as they were
called, featured in spectacularly complex works that syn-
thesized old and new concepts: Manet’s Olympia in the
Civil Rights Era, Matisse in rural North Carolina, Posei-
don in New York. “I try to show that when some things are
taken out of the usual context and put in the new, they are
given an entirely new character.”

During the latter part of his life, Bearden often vis-
ited the Caribbean island of St. Martin. There he explored
in depth a favored theme: human migration and the search
for home. Near the water, for him a source of energy, he
conceived his Odysseus series, 20 large collages and other
smaller works inspired by Homer’s epic recounting the
hero’s 10-year quest for Ithaca on the way back from the
Trojan War.

“How you have gotten it! It’s all here, all right,” wrote
Nobel Laureate Derek Walcott in his poem, “To Romare
Bearden,” praising the artist’s genius and his ability to
project humanity in visual, plastic terms. Intrigued by the
universality of Homeric themes and their applicability to
pressing issues of all time, the artist painted them with
vigor and wit. “I am trying to explore, in terms of the par-
ticulars of the life I know best, those things common to all
cultures.”

In Circe Turns a Companion of Odysseus into Swine,
on this month’s cover, Bearden revisits this episode in the
Odyssey with the clarity of a draftsman and the elusive-
ness of a storyteller. His view is theatrical, the luscious set
strewn with clues. At Circe’s palatial edifice in the forest
glade, the sky is brilliant against a slice of pink and a win-
dow curtain blowing in the breeze. At center stage, the god-
dess approaches an intruder. Face whiskered, arm snaked,
she is poised to strike, has already, man into swine. Lawn
and forest are littered with birds. In this flat sea of static
figures, Bearden navigates beauty, magic, horror.

Circe “of the braided tresses” and her island, a major
stop on Odysseus’ crowded itinerary, have had many in-
terpretations. This granddaughter of the sun, goddess, en-
chantress who transforms men into animals and birds, ca-
joles the crew into a prolonged unscheduled stop and then,
reluctantly, guides the hero’s exit to the sea. “Don’t evade,
don’t pretend you won’t leave after all: you leave in the
story and the story is ruthless,” laments Canadian author
Margaret Atwood’s Circe, the one left behind.

“Needle in air, I stopped what I was making,” the god-
dess reports in Eudora Welty’s version of the episode, al-
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luding to Odysseus’ arrival, her hospitality, the loom, the
kitchen, the garden, the beauty of the island. This archetyp-
al female character is entangled in the essence of Homer’s
epic: the yearning for freedom and immortality that puts
humans on paths riddled with danger and death. “Put me
in the sky,” Welty’s Circe asserts, following the story line,
frustrated with the turn of events. She wants to escape, be-
come a distant constellation. I could have had “a ship too,”
she professes, “if | were not tied to my island, as Cassiopeia
must be to sticks and stars of her chair.”

Odysseys trace the paths of human migration: escape
from war or segregation, poverty and famine; exploration
of the earth and beyond; restlessness and search for mean-
ing; hearth and harbor—the circuitous return to Ithaca,
what a school of lessons! Magic and horror dominate. Dan-
gers lurk en route. In our “Projection after Bearden,” this
issue alone, they rival any epic’s: pandemic (HIN1) 2009,
imported poliomyelitis, hepatitis A, Buruli ulcer, Mayaro
fever, melioidosis, spreading multidrug-resistant TB, gas-
troenteritis at tourist resorts, dengue fever, malaria in refu-
gees, low immunity to measles and rubella among guest
workers, hepatitis E caused by a virus thought to come
from pigs in the first outbreak reported on a cruise ship.

Not the least of plagues emerging around the globe
are zoonotic infections due, not to travel by the animals
so much as to their indiscriminate trade by humans. But
even this twist is not beyond the scope of ancient epics.
“It’s the animals I'm afraid of,” warned Atwood’s Circe,
turning Odysseus’ story on its ear, “... they may transform
themselves back into men.”
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NEWS & NOTES

EMERGING

INFECTIOUS DISEASES

Upcoming Issue

Virulence Factors and Possible Control of Streptococcus iniae
in Fish

Genomic Signatures of Influenza A Pandemic (H1N1) 2009
Virus

Cost-effectiveness of Hospital Infection Control Response to an
Epidemic Respiratory Virus Threat

Tick-borne Agents in Rodents, China, 2004—-2006
Novel Calicivirus in Rabbits, Michigan, USA

Circulation of Distinct Anaplasma phagocytophilum Genotypes
and Vector Specificity

Possible Interruption of Malaria Transmission, Highland Kenya,
2007-2008

Community-associated Methicillin-Resistant Staphylococcus
aureus in Outpatients, United States, 1999-2006

Highly Pathogenic Avian Influenza Virus (H5N1) in Backyard
Chickens, Bangladesh

Genetic Analysis of Francisella tularensis Isolates from
Humans, Sweden

Antiviral Drug—Resistant Influenza A in Long-Term Care Facility,
lllinois, USA, 2008

Mopeia virus—related Arenavirus in Natal Multimammate Mice,
Tanzania

Human Trichinellosis after Consumption of Soft-Shelled Turtles,
Taiwan

Transplacental Transmission of Bluetongue Virus 8 in
Cattle, UK

New Adenovirus in Bats, Germany

Oseltamivir-Resistant Influenza A Pandemic (H1N1) 2009 Virus,
Hong Kong, China

Cross-Sectional Survey of Hantavirus Infection, Brazil
Echinococcus vogeli Infection in a Hunter, French Guiana
Bartonella rochalimae in Raccoons, Coyotes, and Red Foxes

Complete list of articles in the December issue at
http://www.cdc.gov/eid/upcoming.htm

Upcoming Infectious
Disease Activities

November 7-11, 2009

American Public Health Association's
137th Annual Meeting and Exposition
Philadelphia, PA, USA
http://www.apha.org/meetings

November 18-22, 2009

American Society of Tropical Medicine
and Hygiene 58th Annual Meeting
Marriott Wardman Park

Washington, DC, USA
http://www.astmh.org/meetings/
index.cfm

December 4-6, 2009

Northeastern Ohio Universities Colleges
of Medicine and Pharmacy

27th Annual Infectious Disease Seminar
for the Practicing Physician

Edgewater Beach Hotel

Naples, FL, USA
http://www.neoucom.edu/ce

2010

February 19-21, 2010

2nd International Berlin Bat Meeting:
Bat Biology and Infectious Diseases
Berlin, Germany
http://www.izw-berlin.de

March 18-22, 2010

Fifth Decennial: International
Conference on Healthcare-Associated
Infections 2010

Hyatt Regency Atlanta

Atlanta, GA, USA
http://www.decennial2010.com

March 24-26, 2010

16th ISHEID (International
Symposium on HIV & Emerging
Infectious Diseases)

Marseille, France
http://www.isheid.com

Announcements

To submit an announcement, send an email message
to EIDEditor (eideditor@cdc.gov). In 50-150 words,
describe timely events of interest to our readers. In-
clude the date of the event, the location, the sponsoring
organization(s), and a website that readers may visit or
a telephone number or email address that readers may
contact for more information.

Announcements may be posted on the journal Web
page only, depending on the event date.
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Earning CME Credit

To obtain credit, you should first read the journal article. After reading the article, you should be able to answer the fol-
lowing, related, multiple-choice questions. To complete the questions and earn continuing medical education (CME) credit,
please go to http://www.medscape.com/cme/eid. Credit cannot be obtained for tests completed on paper, although you
may use the worksheet below to keep a record of your answers. You must be a registered user on Medscape.com. If you
are not registered on Medscape.com, please click on the New Users: Free Registration link on the left hand side of the
website to register. Only one answer is correct for each question. Once you successfully answer all post-test questions
you will be able to view and/or print your certificate. For questions regarding the content of this activity, contact the accred-
ited provider, CME@medscape.net. For technical assistance, contact CME@webmd.net. American Medical Association’s
Physician’s Recognition Award (AMA PRA) credits are accepted in the US as evidence of participation in CME activities.
For further information on this award, please refer to http://www.ama-assn.org/ama/pub/category/2922.html. The AMA has
determined that physicians not licensed in the US who participate in this CME activity are eligible for AMA PRA Category 1
Credits™. Through agreements that the AMA has made with agencies in some countries, AMA PRA credit is acceptable as
evidence of participation in CME activities. If you are not licensed in the US and want to obtain an AMA PRA CME credit,
please complete the questions online, print the certificate and present it to your national medical association.

Article Title

Multicenter GeoSentinel Analysis of Rickettsial
Diseases in International Travelers, 1996-2008

CME Questions

3. Which of the following is least likely to be positively
and independently associated with spotted fever
group rickettsiosis in a returning international
traveler?

1. Which of the following are no longer classified as
rickettsial disorders?

A. Ehrlichia and Anaplasma
B. Orientia and Coxiella burnetti

C. Coxiella burnetti and Bartonella
D. Anaplasma and Bartonella

2. A 44-year-old male traveler returning from Tanzania
presents 7 days after return with fever and respiratory
symptoms. Among rickettsial diseases to be
considered, which of the following is most likely to be
the cause of his illness?

A. Ehrlichiosis

B. Spotted fever group rickettsiosis
C. Bartonellosis

D. Typhus group rickettsiosis

A. Travel for business

B. Visit to southern Africa

C. Male gender

D. Travel from March to May

4. Which of the following is the most commonly used
treatment for rickettsial disease among returning
international travelers?

A. Tetracycline
B. Minocycline
C. Septra

D. Doxycycline

Activity Evaluation

1. The activity supported the learning objectives.

Strongly Disagree Strongly Agree
1 2 3 4 5
2. The material was organized clearly for learning to occur.
Strongly Disagree Strongly Agree
1 2 3 4 5
3. The content learned from this activity will impact my practice.
Strongly Disagree Strongly Agree
1 2 3 4 5
4. The activity was presented objectively and free of commercial bias.
Strongly Disagree Strongly Agree
1 2 3 4 5
Emerging Infectious Diseases ¢ www.cdc.gov/eid ¢ Vol. 15, No. 11, November 2009 1887
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EMERGING  wcconei
INFECTIOUS DISEA

JOURNAL BACKGROUND AND GOALS

What are “emerging” infectious diseases?

Infectious diseases whose incidence in humans has increased in the past 2 decades or threatens to increase in
the near futurc have been defined as “emerging.” Thesc discases, which respect no national boundarics. include

New infections resulting from changes or evolution of existing organisms.

Known infections spreading to new geographic areas or populations.

Previously unrecognized infections appearing in areas undergoing ecologic transformation.

Old infections reemerging as a result of antimicrobial resistance in known agents or breakdowns in
public health measures.

* % o #

Why an “Emerging” Infectious Diseases journal?

The Centers for Disease Control and Prevention (CDC), the agency of the U.S. Public Health Service charged
with disease prevention and health promotion. leads efforts against emerging infections, from AIDS, hantavirus
pulmonary syndrome. and avian flu, to tuberculosis and West Nile virus infection. CDC’s efforts encompass
improvements in disease surveillance. the public health infrastructure. and epidemiologic and laboratory
training.

Emerging Infectious Discases represents the scientific communications component of CDC’s efforts against
the threat of emerging infections. However, even as it addresses CDC’s interest in the elusive. continuous.
cvolving, and global nature of these infections, the journal relics on a broad international authorship base and is
rigorously peer-reviewed by independent reviewers from all over the world.

What are the goals of Emerging Infectious Diseases?

1) Recognition of new and reemerging infections and understanding of factors involved in disease emergence,
prevention. and elimination. Toward this end, the journal

* Investigates factors known to influence emergence: microbial adaptation and change, human
demographics and behavior, technology and industry. economic development and land use, international
travel and commerce, and the breakdown of public health measures.

*  Reports laboratory and epidemiologic findings within a broader public health perspective.

*  Provides swift updates of infectious disease trends and research: new methods of detecting,
characterizing. or subtyping pathogens; developments in antimicrobial drugs. vaccines. and prevention
or elimination programs: case reports.

2) Fast and broad dissemination of reliable information on emerging infectious diseases. Toward this end, the
journal

*  Publishes reports of interest to researchers in infectious diseases and related sciences. as well as to public
health generalists learning the scientific basis for prevention programs.

*  Encourages insightful analysis and commentary, stimulating global interest in and discussion of
emerging infectious discase issues.

*  Harnesses electronic technology to expedite and enhance global dissemination of emerging infectious
disease information.
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Emerging Infectious DiseasesSisa peer-reviewed journal established expressly to promote the recognition of new and
reemerging infectious diseases around the world and improve the understanding of factors involved in disease emergence, prevention, and elimination.

The journal is intended for professionals in infectious diseases and related sciences. We welcome contributions from infectious disease specialists in
academia, industry, clinical practice, and public health, as well as from specialists in economics, social sciences, and other disciplines. Manuscripts in all
categories should explain the contents in public health terms. For information on manuscript categories and suitability of proposed articles see below and

visit www.cdc.gov/eid/ncidod/ EID/instruct.htm.

Emerging Infectious Diseases is published in English. To expedite publication, we post articles online ahead of print. Partial translations of the journal
are available in Japanese (print only), Chinese, French, and Spanish (www.cdc. gov/ncidod/EID/trans.htm).

Instructions to Authors

MANUSCRIPT PREPARATION. For word processing, use MS Word. List the fol-
lowing information in this order: title page, article summary line, keywords, ab-
stract, text, acknowledgments, biographical sketch, references, tables, figure
legends, appendixes, and figures. Each figure should be in a separate file.

Title Page. Give complete information about each author (i.e., full name,
graduate degree(s), affiliation, and the name of the institution in which the
work was done). Clearly identify the corresponding author and provide that
author’s mailing address (include phone number, fax number, and email ad-
dress). Include separate word counts for abstract and text.

Keywords. Include up to 10 keywords; use terms listed in Medical Subject
Headings Index Medicus.

Text. Double-space everything, including the title page, abstract, refer-
ences, tables, and figure legends. Indent paragraphs; leave no extra space
between paragraphs. After a period, leave only one space before beginning
the next sentence. Use 12-point Times New Roman font and format with
ragged right margins (left align). ltalicize (rather than underline) scientific
names when needed.

Biographical Sketch. Include a short biographical sketch of the first au-
thor—both authors if only two. Include affiliations and the author’s primary
research interests.

References. Follow Uniform Requirements (www.icmje.org/index.html).
Do not use endnotes for references. Place reference numbers in parenthe-
ses, not superscripts. Number citations in order of appearance (including in
text, figures, and tables). Cite personal communications, unpublished data,
and manuscripts in preparation or submitted for publication in parentheses in
text. Consult List of Journals Indexed in Index Medicus for accepted journal
abbreviations; if a journal is not listed, spell out the journal title. List the first
six authors followed by “et al.” Do not cite references in the abstract.

Tables. Provide tables within the manuscript file, not as separate files. Use
the MS Word table tool, no columns, tabs, spaces, or other programs. Footnote
any use of boldface. Tables should be no wider than 17 cm. Condense or di-
vide larger tables. Extensive tables may be made available online only.

Figures. Provide figures as separate files, not embedded in MS Word.
Use Arial font for text content. Place keys within figure area. Provide foot-
notes and other information (e.g., source/copyright data, explanation of bold-
face) in figure legend. Submit figures with text content in native, editable, PC
file formats (e.g., MS Excel/PowerPoint). Submit image files (e.g., electro-
micrographs) without text content as high-resolution (300 dpi/ppi minimum)
TIFF or JPG files. Submit separate files for multiple figure panels (e.g., A, B,
C). EPS files are admissible but should be saved with fonts embedded (not
converted to lines). No PNG or BMP files are admissible. For additional guid-
ance, contact fue7@cdc.gov or 404-639-1250.

MANuUscRIPT SuBMISSION. Include a cover letter indicating the proposed
category of the article (e.g., Research, Dispatch) and verifying that the final
manuscript has been seen and approved by all authors. Complete provided
Authors Checklist. To submit a manuscript, access Manuscript Central from
the Emerging Infectious Diseases web page (www.cdc.gov/eid).

Types of Articles

Perspectives. Articles should be under 3,500 words and should include
references, not to exceed 40. Use of subheadings in the main body of the
text is recommended. Photographs and illustrations are encouraged. Pro-
vide a short abstract (150 words), a one-sentence summary of the conclu-
sions, and a brief biographical sketch. Articles in this section should provide
insightful analysis and commentary about new and reemerging infectious
diseases and related issues. Perspectives may also address factors known
to influence the emergence of diseases, including microbial adaptation and
change, human demographics and behavior, technology and industry, eco-
nomic development and land use, international travel and commerce, and
the breakdown of public health measures. If detailed methods are included,
a separate section on experimental procedures should immediately follow
the body of the text.

Synopses. Articles should be under 3,500 words and should include ref-
erences, not to exceed 40. Use of subheadings in the main body of the text
is recommended. Photographs and illustrations are encouraged. Provide a
short abstract (150 words), a one-sentence summary of the conclusions,
and a brief biographical sketch. This section comprises concise reviews of
infectious diseases or closely related topics. Preference is given to reviews
of new and emerging diseases; however, timely updates of other diseases or
topics are also welcome. If detailed methods are included, a separate section
on experimental procedures should immediately follow the body of the text.

Research Studies. Articles should be under 3,500 words and should in-
clude references, not to exceed 40. Use of subheadings in the main body
of the text is recommended. Photographs and illustrations are encouraged.
Provide a short abstract (150 words), a one-sentence summary, and a brief
biographical sketch. Report laboratory and epidemiologic results within a
public health perspective. Explain the value of the research in public health
terms and place the findings in a larger perspective (i.e., “Here is what we
found, and here is what the findings mean”).

Policy and Historical Reviews. Articles should be under 3,500 words
and should include references, not to exceed 40. Use of subheadings in the
main body of the text is recommended. Photographs and illustrations are
encouraged. Provide a short abstract (150 words), a one-sentence summary
of the conclusions, and a brief biographical sketch. Articles in this section
include public health policy or historical reports that are based on research
and analysis of emerging disease issues.

Dispatches. Articles should be no more than 1,200 words and need not
be divided into sections. If subheadings are used, they should be general,
e.g., “The Study” and “Conclusions.” Provide a brief abstract (50 words); ref-
erences (not to exceed 15); figures or illustrations (not to exceed 2); tables
(not to exceed 2); and a brief biographical sketch. Dispatches are updates
on infectious disease trends and research. The articles include descriptions
of new methods for detecting, characterizing, or subtyping new or reemerg-
ing pathogens. Developments in antimicrobial drugs, vaccines, or infectious
disease prevention or elimination programs are appropriate. Case reports
are also welcome.

Commentaries. Thoughtful discussions (500-1,000 words) of current
topics. Commentaries may contain references but no figures or tables.

Another Dimension. Thoughtful essays, short stories, or poems on philo-
sophical issues related to science, medical practice, and human health. Top-
ics may include science and the human condition, the unanticipated side of
epidemic investigations, or how people perceive and cope with infection and
illness. This section is intended to evoke compassion for human suffering
and to expand the science reader’s literary scope. Manuscripts are selected
for publication as much for their content (the experiences they describe) as
for their literary merit.

Letters. Letters commenting on recent articles as well as letters reporting
cases, outbreaks, or original research are welcome. Letters commenting on
articles should contain no more than 300 words and 5 references; they are
more likely to be published if submitted within 4 weeks of the original article’s
publication. Letters reporting cases, outbreaks, or original research should
contain no more than 800 words and 10 references. They may have 1 figure
or table and should not be divided into sections. All letters should contain
material not previously published and include a word count.

Books, Other Media. Reviews (250-500 words) of new books or other
media on emerging disease issues are welcome. Name, publisher, number
of pages, other pertinent details should be included.

Announcements. We welcome brief announcements (50-150 words) of
timely events of interest to our readers. (Announcements may be posted
online only, depending on the event date.)

Conference Summaries. Summaries of emerging infectious disease
conference activities are published online only. Summaries, which should
contain 500-1,000 words, should focus on content rather than process and
may provide illustrations, references, and links to full reports of conference
activities.





