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Do not place panel letters on images. Scale bars should not
show numeric values; the bar is sufficient for the graphic.
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Posterior probability
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M. SWG34-3 draft
M. haesmofelis Ohio2 GCA_000186985.3 complete
M. haemocanis lllinois GCA_000238995.1 complete
M. suls Iinois GCA_000179035.2 complete
M. parvum Indiana GCA_000477415.1 complete
Ca. M. haemolamae Purdue GCA_000281235.1 complete
M. wenyonii Massachusetts GCA_000277795.1 complete
M. ovis Michigan GCA 000508245.1 complete

Do not mix image formats in a figure.

These examples mingle charts, dendrograms, and tables.




A Clinical Features Suggestive C
of Vascular Permeability
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Slanted or vertical text (except y-axis labels) is not permitted. Text must read right
to left, horizontally. This figure also mingles disparate elements.
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Above: Avoid rules within
charts. This figure also
mingles disparate elements.

Left: a figure with blurry,
low-resolution images.




